WO 03/055979 PCT/US02/36496

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 562
<211> 249
<212> PRT
<213> Homo sapiens

<400> 562
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp.Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Asn Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 .

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 ’ 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ) 175
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Gln Lys Pro-Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 : 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 4 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn Arg Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 563
<211> 249
<212> PRT
<213> Homo sapiens

<400> 563
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser vVal Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys.Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 ) 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Pro Leu Glu Ile
100 105 < 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly

130
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Thr Gln

145

Asp

Thr Cys Gln
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195

Arg Pro

Thr Ala Ser
210

TYyY
225

Tyr Cys

Gly Gly Thr

<210> 564
<211> 249
<212> PRT
<213>

<400> 564
Gln val Gln
1

Ser Val Arg

Ala Ile Asn
35

Gly Gly Ile
50

Gln Gly Arg
65

Met Glu Leu

Gly

Gly Ser Gly

Ala Vval

150

Pro

Asp Ser

165

Gly Gln Ala

180

Gly Ile Pro

Leu Thr Ile

Asn Ser Arg
230

Glu Leu Thr

© 245

Homo sapiens

Leu Gln Gln
5
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20
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70
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215
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200
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40
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90
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Ala Lys Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Gln Phe
100 105 - 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 : 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 ) 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr.Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 565
<211> 249
<212> PRT
<213> Homo sapiens

<400> 565
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Liys Pro Gly Ser
1 5 ‘10 © 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Glu Prxo Leu Ala Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gl? Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ) 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170. 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 B

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 566
<211> 249
<212> PRT
<213> Homo sapiens

<400> 566 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 A 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 . 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Ala FPhe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 -

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 - 170 . 175 '

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 ' 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 '

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 :

Tyr Tyr Cys Asn Ser Arg Asp Sér Ser Gly Asn His Trp Val Phe Gly
225 : 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
. 245
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<210> 567

<211> 249

<212> PRT ,
<213> Homo sapiens

<400> 567
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 : 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ) 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ser Pro Leu Ala Phe
100 105 ) 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 : 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly -Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
’ 165 - 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 568
<211> 249
<212> DPRT
<213> Homo sapiens

<400> 568
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 ' 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn.
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 g5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Thr Pro Leu Asp Ser
100 105 ’ 110

Trp Gly Arg Gly Thr Met vVal Thr Val Ser Ser Gly Gly Gly Gly Sex
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Afg val
145 150 155 - 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 : 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 569 ' ,
<211> 249 :

<212> PRT

<213> Homo sapiens

<400> 569
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 '

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Thr Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly‘Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 . 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 178

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

- Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 570
<211> 249
<212> PRT
<213> Homo sapiens

<400> 570 .
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 - )

Gly Gly Ile Thr Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ’ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Glu Pro Leu Arg Ile
100 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 571
<211> 249
<212> PRT
<213> Homo sapiens

<400> 571 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln‘Gly Leu Glu Trp Met
35 40 45
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<210> 572
<211> 249
<212> PRT
<213> Homo sapiens

<400> 572
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100
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165
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55
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120
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200
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105
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185
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90
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75
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235
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60
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140
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220
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80
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
. 20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala -val Tyr Tyr Cys
. 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Arg Gly Leu Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 ' . 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 573
<211> 249
<212> PRT
<213> Homo:- sapiens

<400> 573
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Arg Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 . 75 © 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tvr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Asp Pro Leu Phe Met
100 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
’ 115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro vVal Leu Val Ile Tyr Gly Lys Asn Asn
180 - 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 574
<211> 249
<212> PRT
<213> Homo sapiens

<400> 574
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Tyr Pro
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 o120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
: 165 170 175
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"Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn _
180 . - 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 575
<211> 249
<212> PRT
<213> Homo sapiens

<400> 575
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 ‘ 15 .

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Axrg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Ala Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 . 120 - 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ) 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg. Pro Ser Gly TIle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
. 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Aspr Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 576
<211> 249
<212> PRT
<213> Homo sapiens

<400> 576
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 ) 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala-Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 : 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Pro Ile Thr Phe
100 105 110

Trp Gly Arg‘Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 . 160

Thr Cys Gln Gly'Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 180

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 , 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 577
<211> 249
<212> PRT
<213> Homo sapiens

<400> 577
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Vél Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

673



WO 03/055979 PCT/US02/36496

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Tyr Pro Leu Phe Phe
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Giy Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 ) 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Sexr Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr VvVal Leu Gly
245

<210> 578
<211> 249
<212> PRT
<213> Homo sapiens

<400> 578
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 r 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30 ’

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 ’

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ala Pro Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Ala Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln 2Asp Pro Ala Val Ser vVal Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Giy Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . . 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Asn Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trxrp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 579
<211> 249
<212> PRT .
<213> Homo sapiens

<400> 579 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 i 40 45

Gly Gly Tle Tle Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 . 75 : 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Gln Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 " 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg PheSer Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 . 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 580
<211> 249
<212> PRT
<213> Homo sapiens

<400> 580
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asp Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 .

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Glu Leu
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 -135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

'

<210> 581
<211> 249
<212> PRT
<213> Homo sapiens

<400> 581
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg vVal Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Tfp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln aAsn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 : 75 _ 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
: 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 . 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 ) 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 . 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 582
<211> 249
<212> PRT
<213> Homo sapiens

<400> 582
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 o 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

AGly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 o 55 . 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Pro Leu Ala Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro éer Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 ‘

<210> 583
<211> 249
<212> PRT
<213> Homo sapiens

<400> 583
Gln Val Gln Leu Gln. Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 . 5 10 15

Ser Val Arg Val Ser Cys Lys Ala SeriGly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 : 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
‘85 ‘ 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Pro Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160'

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 ) 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

.Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn -Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 584 .

<211> 249

<212> PRT

<213> Homo sapilens

<400> 584
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp.Thr Ala Vval Tyr Tyr Cys
85 90 . 95

Ala Arg Ser Arg Asp Leu Lieu Leu Phe Pro Ser His Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 - 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ’ 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 585
<211> 249
<212> PRT
<213> Homo sapiens

<400>"585
Gln Vval GIln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

- Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 , 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 : 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala His Pro Leu Val Ile
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 ’

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 ] 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ' 185 : 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

' Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 586
<211> 249
<212> PRT
<213> Homo sapiens

<400> 586 '
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu Tyr Pro
100 ) 105 110

v

Trp Gly Arg Gly Thr Met vVal Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
- . 165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tvr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 587
<211> 249
<212> PRT
<213> Homo sapiens

<400> 587

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Pro Leu Thr Phe
100 105 110

-Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 120

Arg Pro ‘Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
’ 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 T 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 588
<211> 249
<212> PRT
<213> Homo gapilens

<400> 588 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 ) 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 350 . 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Thr Pro Leu His Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser .Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
: 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 - 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr vVal Leu Gly
245 ;

<210> 589
<211> 249
<212> PRT
<213> Homo sapiens

<400> 589
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 ' 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
- 130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 ’ 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
) 180 185 ) 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 . 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 590
<211> 249
<212> PRT
<213> Homo sapiens

<400> 590 . :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Axrg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp.Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Pro Leu Ser Phe
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 : 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tvr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Tle Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu.Asp Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 591
<211> 249
<212> PRT
<213> Homo sapiens

<400> 591
Gln Val Gln Leu Gln Gln Ser Gly 2Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ¢ 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala LYS TYr Ser Gln Asn Phe

Gln Gly Arg Vél Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ) 90 : 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr His Ser Tyr Asp Ile
' 100 . 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser .Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
: 180 185 ) 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 592
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 592
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 ' 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala TIle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 4Q - 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Lieu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ala Thr Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 l%Q 125

Gly.Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala vVal Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 ’ 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 : 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 . 235 ‘ 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 '

<210> 593
<211> 249
<212> PRT
<213> Homo sapiens

<400> 593
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Lieu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ser Pro Leu Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Giy Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 : 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ' 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 594
<211> 249
<212> PRT
<213> Homo sapiens

<400> 594 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser GIn Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr ala Val Tyr Tyr Cys
85 90 95

- ' 693
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Ala Arg

Trp Gly

Gly Gly
130

Thr Gln
145

Thr Cys

Gln Lys

Arg Pro

Thr Ala
210

Tyr Tvr
225

Gly Gly

Sexr

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr

<210> 585
<211> 249
<212> PRT
<213> Homo sapiens

<400> 595
Gln vVal Gln Leu Gln Gln Ser Gly Ala

1

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Asp
Thr
Ser
Ala
Asp
165
Glin
Ile
Thr

Ser

Leu
245

5

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Leu Leu

Val Thr
120

Gly Gly
135

Ser Val

Leu Arg

Pro Val

Asp Arg

200

Thr Gly
215

Asp Ser

val Leu

Phe

105

val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ser Val Arg Val Ser Cys Lys Ala Ser

20

Ala Ile Asn Trp Val

35

Arg

25

Pro

Ser

Ser

Leu

TYyxY

170

Val

Ser

Gln

Gly

Glu
10

Gly

Gln Ala Pro Gly

40

694

Tyr

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

Ser

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

val Lys Lys

Gly Thr Phe

Gln Gly Leu

45

Leu

110

Gly

Ser

val

Trp

Lys

190

Ser

Glu

Val

Pro

Asn
30

Glu

PCT/US02/36496

Gln Pro

Gly Ser

Glu Leu

Arg Val

160

Tyr Gln

175

Asn Asn

Gly Asn

Ala Asp

Phe Gly
240

Gly Ser

Asn Asn

Trp Met
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Gly Pro Leu Ser Phe
7100 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Vval Ala Léu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180" 185 190

Arg Pro Ser Gly Ile Pro Val Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 .

<210> 5%6

<211> 249

<212> PRT

<213> Homo sapiens

<400> 596
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 . 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 :

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95 -

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Pro Leu Ala Pro
100 105 110 ’

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 © 120 - 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 ) 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ) 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 ) 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 ) 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 597
<211> 248
<212> PRT
<213> Homo sapilens

<400> 597
Gln val ¢ln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Pro Leu Leu Trp
’ 100 105 110

Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser val Ala Leu Gly @ln Thr Val Arg Val Thr .
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser  Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 130

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205
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Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tvr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly Gly
225 - 230 235 240

Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 598
<211> 249
<212> PRT
<213> Homo sapiens

<400> 598
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 .30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ' 70 ‘ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 - 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Gly Ala Leu Arg Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val 2Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr AlavSer Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 599
<211> 249
<212> PRT
<213> Homo sapiens

<400> 599
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 ) 40 } 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Liys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr val Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Lieu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ser Pro Leu Arg Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Afg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 ‘ 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 600
<211> 249
<212> PRT
<213> Homo sapiens

<400> 600
.Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 . 25 30

Ala Ile Asn Trp Val Arg GIln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asp Ala Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Vval Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Cly Ser Ser Ser Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 : 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 601
<211> 249
<212> PRT
<213> -Homo sapiens

<400> 601
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 ) 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu Phe Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ' 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Vai Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Glf Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 -

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 602
<211> 249
<212> PRT
<213> Homo sapiens

<400> 602
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 :

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Trp Pro
100 105 ’ 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ¢ 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 603
<211> 249
<212> PRT
<213> Homo sapiens

<400> 603
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tvr Ser Gln Asn Phe
50 55 60

Gln Gly Arxrg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glﬁ Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Lys Ser Pro Leu Ala Phe
100 105 110 '

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 - o 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Ljs Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 - 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 . 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245

v

<210> 604
T <211> 249
<212> PRT
<213> Homo sapiens

<400> 604
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser
65 70 75 " 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

- Ala Gly Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ' 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 ‘

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tvr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 ' 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Giy Gly Thr Glu L.eu Thr Val Leu Gly
245

<210> 605
<211> 249
<212> PRT
<213> Homo sapiens

<400> 605
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 . 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thxr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 ‘ 45

Gly Gly Ile‘Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 - 80 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn His Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 . 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tvr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 - 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 606
<211> 249
<212> PRT
<213> Homo sapiens

<400> 606
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 . 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ’ 90 95
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Ala Arg

Trp Gly

Gly Gly
130

Thr Gln
145

Thr Cys

Gln Lys

Arg Pro

Thr Ala
210

Tyr Tyr
225

Gly Gly

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr

<210> 607
<211> 249
<212> PRT
<213> Homo sapiens

<400> 607 .
Gln Val Gln Leu Gln Arg Ser Gly Ala

1

Arg
100
Gly
Gly
Pro
Gly
Gly
180
Gly
Leu

Asn

Glu

Asp

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

5

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Leu

Val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

vVal

Leu

Thr

120

Gly

Val

Arg

val

Arg

200

Gly

Ser

Leu

Phe

105

val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ser vVal Arg Val Ser Cys Lys Ala Ser

20

Ala Ile Asn Trp Val

35

25

Arg Gln Ala Pro

40

Pro

Ser

Ser

Leu

Tyr

170

val

Ser

Gln

Cly

Glu
10

Gly

Gly

708

Asn

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

Ala

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Pro

Gly
125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

vVal Lys Lys

Gly Thr Phe

Gln Gly Leu

45

Leu

110

Gly

Ser

Val

Trp

Lys

190

Ser

Glu

Val

Pro

Asn
30

Glu

PCT/US02/36496

Asp Ser

Gly Ser

Glu Leu

Arg Val

160

Tyr Gln

175

Asn Asn

Gly Asn

Ala Asp

Phe Gly
240

Gly Ser
15

Asn Asn

Trp Met
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ala Pro Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu .
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu ély Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tvr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn .
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 608
<211> 249
<212> PRT
<213> Homo sapiens

<400> 608
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 - 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Pro Leu Glu Phe
100 . - 105 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

-Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val-Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 - 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 (170 ’ 175

Gln Lys Pro Gly Gln Ala Pro val Leu vVal Ile Tyr Gly Lys Asn Asn
180. 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ‘ 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 609
<211> 249
<212> PRT
<213> Homo sapiens

<400> 609

Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

ger Val Arg Val Ser Cys Lvs Ala Ser Gly Gly Thr Phe Asn Asn AsSn
© 20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 -

Gly Gly Ile Ile Pro Met Phe Gly ThHr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Phe Phe
100 ‘ 105 110 .

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 . 160

. Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 - 200 205
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Thr Ala Ser Leu Thr

210

Tyr Tyr Cys Asn Ser

225

Gly Gly Thr Glu Leu

<210> 610
<211> 249
<212> PRT
<213> Homo sapiens

<400> 610

Gln

1

sSer

Ala

Gly

Gln

65

Met

Ala

Trp

Gly

Thr

145

Thr

val Gln Leu

val Arg Val

20

Ile Asﬁ Trp
35

Gly Ile Tle

Gly Arg Val

Glu Leu Ser

Arg Ser Arg
100

Gly Arg Gly
o115

Gly Gly Gly
130

Gln Asp Pro

Cys Gln Gly

245

Gln

5

Ser

val

Pro

Ala

Ser

85

Asp

Thr

Ser

Ala

Asp
165

Ile

Arg

230

Thr

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Gly

val

150

Ser

Thr
215

Asp

val

Ser

Lys

Gln

Phe

55

Thr

Arg

Leu

val

Gly

135

Ser

Leu

Gly

Ser

Leu

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr

120

Gly

val

Arg

PCT/US02/36496

Ala Gln Ala Glu Asp Glu Ala Asp

220

Ser Gly Asn His Trp Val Phe Gly

Gly

Ala Glu
10

Ser Gly
25

Pro Gly
Thr Ala
Asp Glu
Glu Asp

90

Phe Pro
105

val Ser
Gly Ser

Ala Leu

Ser Tyr
170

712

235

val
o
Gln
Lys
Ser

75
Thr
Met
Ser

Ala

Gly
155

TyT

Lys

Thr

Gly

Tyr

60

Thr

Ala

Ala

Gly

Phe

140

Gln

Ala

Lys

Phe

Leu

45

Ser

Ser

val

Pro

Gly

125

Ser

Thr

Ser

Pro

Asn

30

Glu

Gln

Thr

Tyr

Leu

110

Gly
Ser
val

Trp

240

Gly Ser
15

Asn Asn
Trp Met
Asn Phe
Ala Ser

80

Tyr Cys
95

val Gly
Gly Ser
Glu Leu
Arg Val
;60

Tyr Gln

. 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 - 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 611
<211> 249
<212> PRT ]
<213> Homo sapiens

<400> 611
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 . 25 30

3

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 :

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ‘ 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Leu Ala Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Vél Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Vval Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly 2sn
195 200 205 .

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 ‘

<210> 612
<211> 249
<212> PRT
<213> Homo sapiens

<400> 612
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 ‘ 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 ’ 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . : 40 ] 45

Gly Gly Ile Thr Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ’ 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 . 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Pro Leu Gly Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln .
165 170 175

¢ln Liys Pro Gly Gln Ala Pro val Leu Val Thr Tyr Gly Lys Asn Asn
-180 ] 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ) 220 ’

Tyr Tyr Cys Asn Ser Arg Gly Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 613
<211> 249
<212> PRT
<213> Homo sapiens

<400> 613 ]
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser @ly Gly Thr Phe Asn Asn Asn
20 : 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 : 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 ' 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 .70 . 75 - 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Gly Met’Asp val
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 . 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thf Tle Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ) 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240 -

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 614
<211> 249
<212> PRT
<213> Homo sapiens

<400> 614
Gln Val Gln Leu Gln Gln Ser Gly RAla @lu Val Lys Lys Pro Gly Ser
1 5 10 15

716
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys TyrT Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
: 85 . 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ser Pro Leu Leu Phe
100 - 105 : 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly 'Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ‘ 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Glo Thr val Arg Val
145 150 o 155 160

Thr Cys Gln Gly Asp Ser Leu Arg' Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175,

Gln Lys Pro Gly Gln ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala ASp -
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly ‘Asn His Trp Val Phe Gly
225 230 235 240"

Gly Gly Thr Glu Leu Thr val Leu Gly
245
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<210> 615
<211l> 249
<212> PRT
<213> Homo saplens

<400> 615

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys ala Ser Gly ‘Gly Thr Phe Asn Asn Asn
20 - 25 ) 30

Ala -Ile Asn Trp Val Arg G¢ln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Thr Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 : 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Glu His Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly sSer Ala Phe Ser Ser Glu Leu
130 ) 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150° 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 : 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 : 185 J%90

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 ‘ 200 : 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly'
225 230 235 ’ 240

Gly Gly Thr Glu Leu Thx val Leu Gly
245

<210> 616
<211> 249
<212> PRT
<213> Homo sapilens

<400> 616
@¢ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg vVal Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 , 45

Gly Gly Ile Ile Pro Met phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

@ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 .80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
: 85 90 ) 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Pro Leu Asp Phe
100 . 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ‘ 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Alada Phe Ser Ser Glu Leu
130 135 ’ 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 -

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Ser Asn His Trp Val Phe Gly
225 - 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 617
<211> 249
<212> PRT
<213> Homo sapiens

<400> 617 o
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys PO Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser @ly Gly Thr Phe BAsn Asn Asn
20 25 . 30

Ala Tle Asn Trp Val Arg Gln Ala ProfGly @Gln Gly Leu Glu Trp Ile
35 40 45

Gly Gly Tle Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 ' 60

@ln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ) 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Leu Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 1920

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Aia’Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trxp Val Phe Gly
225 230 235 240

Giy @ly Thr Glu Leu Thr Val Leu Gly
’ 245

<210> 618
<211> 249,
<212> PRT
<213> Homo sapiens

<400> 618
Cln Val Gln Leu Gln Gln Ser Gly Ala @lu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe -~
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 . 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 - 90 95
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Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

Thr

Tyr

225

Gly

<210>
<211>
<212>
<213>

<400>

Gly

Gly

130

Gln

Cys

Lys

Pro

Ala
210

Tyr

Gly

Ser

Arg

115

Gly

ASD

Gln

Pro

Ser

195

Ser

Cys

Thr

619
249
PRT
Homo sapilens

619

Arg
100
Gly
Gly
Pro
Gly
Gly
180
Gly
Leu

Asn

Glu

Asp
Thr
Ser
aAla
ASp
165
Gln
Ile
Thr

‘Ser

Leu
245

Gln Val Gln Leu Gln

1

5

Cer Val Arg Val Ser

20

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Leu

val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

Iie

Leu

Thr

120

Gly

val

Arg

val

Arg

200

Gly

Ser

Leu

Gln Ser Gly

Cys Lys Ala

Ala Tle Asn Trp Val Arg Gln Ala

35

40

Phe

105

val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ala

Ser

Pro

Ser

Ser

Leu

Tyxr

170

val

Ser

Gln

Glx

10

His

Ser

Ala

Gly

155

TYTr

Ile

Gly

Ala

Asn
235

Tyr

Gly

Phe

140

Gln

Ala

Tyx

Ser

Glu

220

His

Gly

Gly

125

Ser

Thxr

Ser

Gly

Ser

205

Asp

Trp

Glu val Lys Lys’

Gly Gly Thr Phe

25

Pro

Gly Gln Gly Leu

722

45
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Met Asp Val
110

Gly Gly Ser
Ser Glu Leu

val Arg Val
160

Trp Tyr Gln
175 -

Ser Asn Asn
190

Ser Gly Asn
Glu Ala Asp

val Phe Gly
240

Pro Gly Ser
15

Asn Asn Asn
30

Glu Trp Met
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Gly

Gln

65

Met

Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

Thr'

Tyr
225

Gly

Gly

50

Gly

Glu

Arg

Gly

Gly

130

Gln

Cys

Lys

Pro

Ala

210

TYyY

Gly

Ile

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr,

<210> 620
<211> 249
<212> PRT:
<213> Homo sapiens

<400> 620
Gln Val Gln Leu Gln

1

Ile

val

ser

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Pro

Ala

Ser

85

AsSp

Thr-

Ser

Ala

ASp

165

Gln

Ile

Thr

Sexr

Leu
245

5

Met

Ile

70

Leu

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ile

Arg
230

Thr

Gln Ser Gly Ala G

Phe

55

Thr

Arg

Leu

val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

val

Gly

Ala

Ser

Leu

Thr

120

Gly

val

Arg

val

Arg

200

Gly

Ser

Leu

Thr Ala
Asp Glu
Glu Asp

90

Phe Pro
105

Val Ser
Gly Ser
Ala Leu
Ser Tyr

170
Leu Val
185
Phe Ser
Ala Gln

Ser Gly

Gly

10
723

Lys

Ser

75

Thr

Asn

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

Tyxr

60

Thr

Ala

Ala

Gly.

Phe

140

Gln

Ala

TyY

Ser

Glu

220

His

Ser

Ser

val

Ala

Gly

125

Ser

Thr

Ser

Gly

Ser

205

ASDP

Trp

Gln

Thr

Tyr

Leu

110

Gly

Ser

val

Trp

Lys

190

Ser

Glu

val
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Asn Phe

Ala Phe

Tyr Cys
95

Tyr Pro

Gly Ser

Glu Leu

Arg Val

160

Tyr Gln

175

Asn Asn

Gly Asn

Ala Asp

Phe Gly
240

lu Val lLys Lys Pro Gly Ser

15
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_ Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Thr Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 : 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu I.eu Phe Pro Asn Asp Pro Leu Phe Gly
100 © 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser val Ala Leu Gly Arg Thr val Lys Val
145 150 155. - 160

Thr Cys Gln Gly Asp Ser L,eu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 : 170 175 .

Gln Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 ‘ 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly ;
245
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<210> 621
<211> 249
<212> PRT
<213> Homo sapiens

<400> 621
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

ser val Arg Val Ser Cys Lys ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Aia Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala. Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 . 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gly Ala Pro Leu Ser Pro
100 105 . 110

Trp Gly Arg Gly ‘fhr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 i 120 125 -

Gly Gly Gly Gly Ser Gly Gly Gly Gly ser Ala Phe Ser Ser Glu Leu
130 135 . 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 . 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Ash Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyvr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 622
<211> 249
<212> PRT
<213> Homo saplens

<400> 622
Gln val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Glmn Ala Pro Gly @¢ln Gly Leu Glu Trp Met
35 40 45

@ly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 ‘ 80

Met Glu Leu Ser Ser Leu Arg Ser @lu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ala Arg Asp Leu Leu Leu Phe Pro Ala Ala Pro Leu Txp Pro
100 . T 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg val
145 150 © 155 160 .

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

;

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Teu Gly
245

<210> 623
<211> 248
<212> PRT
<213> Homo sapiens

<400> 623
Gln Val Gln Leu Gln Gln Ser Gly Ala @lu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 . 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 . 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Asp Pro Leu Arg Trp
100 105 110

Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 . 125
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Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg val Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr TYr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro val Leu val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly Gly
225 230 235 240

Gly Thr G¢lu Leu Thr val Leu Gly
245

<210> 624
<211> 249
<212> PRT
<213> Homo sapiens

<400> 624
¢ln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

ser Val Arg Val Ser Cys Lys ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro NMet Phe Gly Thr Ala Lys TyT Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser clu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

Thr

Tyr

225

Gly

<210>
<211>
<212>
<213>

<400>

Arg

Gly

Gly

130

Gln

Cys

Lys

Pro

Ala

210

Tyr

Gly

Ser

Arg

115~

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr

625
249
PRT
Homo sapiens

625

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Asp

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

¢ln Vval Gln Leu Gln

1

5

Ser'Val Arg Val Ser

20

Leu

Met

Gly

Val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Leu Leu

val Thr
120

Gly Gly
135

Ser val

Leu Arg

Pro Val

Asp Arg

200

Thr Gly
215

Asp Ser

val Leu

Phe
105
val
Gly
Ala
Ser
Leu
185
Phe
Ala

Ser

Gly

Gln Ser Gly Ala

Cys Lys Ala Ser

25

Ala Ile Asn Trp Val Arg Gln Ala. Pro

35

40

Pro

Ser

Ser

Leu

Tyr

170

val

Ser

Gln

Gly

Glu
10

Gly

Gly

729

Thr

Ser

Ala

Gly

155

Tyxr

Ile

Gly

Ala

Asn
235

Ala
Gly
Phe
140
Gln
Ala
VT
Ser
Glu

220

His

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

ASp

Trp

val Lys Lys

Gly Thr Phe

Gln Gly Leu

45

Leu

110

Gly

Ser

val

Trp

Lys

190

Ser

Glu

val

Pro

Asn
30

Glu

PCT/US02/36496

Asp Pro
Gly Ser
Glu Leu
Arg Val

160 °
Tyr Gln
175
Asn'Asn
Gly Asﬁ

Ala Asp

Phe Gly
240

Gly Ser
15

Asn Asn

Trp Met
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Gly Gly Ile Ile pro- Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

‘ Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser-
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Pro Leu Phe Pro
100 105 ' 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

G¢ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
' 130 135 ‘ 140

Thr Gln Asp Pro Ala val Ser val Ala Leu Gly ¢ln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 : 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 : 190

Arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Asp ASP Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr ¢lu Leu Thr Val Leu Gly
245

<210> 626
<211> 249
<212> PRT .
<213> Homo sapiens

<400> 626 ‘ .
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15
' 730 '
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ger val Arg Val Ser Cys Lys ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 ' 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu T,eu Leu Phe Pro Ser Asp Pro Leu Val Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ‘ 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr val Arg Val:
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

¢ln Lys Pro Gly Gln Ala Pro vVal Leu Val Ile Tyr Gly Lys Asn Asn
180 ' 185 190

Arg Pro Ser Gly Ile Thr Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 : 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 627
<211> 249
<212> PRT
<213> Homo sapiens

<400> 627

Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
. 35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 . 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gly Ser Pro Leu Thr Phe
100 105 110

" 7rp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

¢ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln'Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 . 200 205

732
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Thr Ala Ser Leu Thr

210

Tyr Tyr Cys Asn Ser

225

Gly Gly Thr Glu Leu

<210>
<211>
<212>
<213>

<400>

628
249
PRT
Homo sapiens

628

Gln Val Gln

1

Ser

Ala

Gly

Gln

65

Met

Ala

Trp

Gly

Thr

145

Thr

val

Ile

Gly

50

Gly

Glu

Arg

Gly

Gly

130

Gln

Cys

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Leu
val

20
Trp
Ile
val
Ser
Arg
100
Gly
Gly

Pro

Gly

245

Gln
5

Ser

‘val

Pro

Ala

Ser

85

Asp

Thr

Ser

Ala

Asp
165

Ile

Arg
230

Thr

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Gly

val

150

Ser

Thr
215

Asp

val

Ser

Lys

Gln

Phe

55

Thr

Arg

Leu

val

Gly

135

Ser

Leu

PCT/US02/36496

¢ly Ala Gln Ala Glu Asp Glu Ala Asp

220

Ser Ser Gly Asn His Trp val Phe Gly

Leu

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr

120

Gly

val

Arg

Gly

Ala Glu
10

Ser Gly
25

Pro Gly

Thr Ala

Asp Glu

Glu Asp

90

Phe Pro
105

val Ser

Gly Ser

Ala Leu

Ser Tyxr
170

733

235

val

Gly

Gln

Lys

Ser

75

Thr

TYyx

Ser

Ala

Gly

155

Tyxr

Lys

Thr

Gly

Tyxr

60

Thr

Ala

Ser

Gly

Phe

140

Gln

Ala

Lys

Phe

Leu

45

Ser

Ser

val

His

Gly

125

Ser

Thr

Ser

Pro

Asn

© 30

Glu

Gln

Thr

Tyr

Leu

110

Gly

Ser

val

Trp

Gly

15

Asn

Trp

Asn

Ala

Tyr

95

Glu

Gly

Glu

Arg

Tyxr

240

Ser

Asn

Met

Phe

Ser

80

Cys

Phe

Sexr

Leu

vVal

160

Gln

175
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Gln Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Thr Leu Thr Tle Thr Gly Ala Gln Ala @lu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn ger Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 629
<211> 249
<212> PRT
<213> Homo sapiens

<400> 629
¢ln Val Gin Leu Gln Gln Ser Gly Ala Glu vVal Lys Lys Pro Gly Ser
1 5 10 15

ger Val Arg Val Ser Cys Lvys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu .Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
- 50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 ‘ 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu T,eu Leu Phe Pro Gln Ser Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln-Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser L.eu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu AsSp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

¢ly Gly Thr Glu Leu Thr vVal Leu Gly
245

<210> 630
<211> 249
<212> PRT
<213> Homo sapiens

<400> 630 :
Gln val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 ) 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 : 25 30

Ala Ile Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 ’ 45

" Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80 .

7

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 g0 95
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Ala Arg Ser Arg Asp Leu T,eu Leu Phe Pro Gln Ala Pro Leu Phe Pro
100 105° 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 - 120 125

Gly Gly Gly Gly Ser @ly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Asn Trp Tyr Gln
' 165 . 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 631
<211> 249
<212> PRT
<213> Homo sapiens

<400> 631
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 : 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala TIle aAsn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 '
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
' 85 90 95

Ala Arg Ser Arg Asp Leu Leu T.eu Phe Pré Tyr Ala Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

¢ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 - 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 632
<211> 249
<212> PRT
<213> Homo sapiens

<400> 632
Gln val Gln Leu Gln Gln Ser @ly Ala Glu Vel Lys Lys Pro Gly Ser
1 5 10 15

737
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn AsSD
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 :

¢ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser @lu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Asn Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 © 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn Hig Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 633
<211> 249
<212> PRT
<213> Homo sapiens

<400> 633

Cln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 - 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 .

@ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser ¢lu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Glu Pro Leu Cys Phe
100 . 105 - 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala.Val Ser val Ala Teu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp ger Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
- 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn.
195 200 205 -
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp vVal Phe Gly
225 : 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 634
<211> 249
<212> PRT
<213> Homo sapiens

<400> 634
C¢ln Val Gln Leu Gln Gln Ser @Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 © 10 15

ger Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg @ln Ala Pro Gly Gin Gly Leu Glu Trp Met
35 40 ’ 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

¢ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ) 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 © 95

Ala Arg Ser Arg Asp Leu Leu 7,eu Phe Pro Ser Ala Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
: 115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly @ln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu val Tle Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Tle Thr Gly Ala Gln Ala Glu Asp Glu Ala AsD
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Asp
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 635
<211> 249
<212> PRT
<213> Homo sapiens

<400> 635
Gln Val Gln Teu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys TyTr Ser Gln Asn Phe
50 55 60

¢ln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu L.eu Leu Phe Pro Met Ala Pro Leu Arg Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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@¢ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 636
<211> 249
<212> PRT
<213> Homo sapiens

<400> 636
@ln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser

1 . 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn'Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ser

Trp Gly Arg
115

Gly Gly Gly
130

Thr Gln Asp
145

Thr Cys Gln

Gln Lys Pro

Arg Pro Ser
195

Thr Ala Ser
210

Tyr Tyr Cys
225

Gly Gly Thr

<210> 637
<211> 249
<212> PRT

Arg
100
Gly
Gly
Pro
Gly
Gly
180
Gly
Leu

Asn

Glu

ASp

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

<213> Homo sapiens

<400> 637

Gln Val Gln Leu Gln

1

5

Ser Val Arg Val Ser

20

Ala Ile Asn Trp Val

35

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Leu

val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

val

Leu

Thr

120

Gly

val

Arg

val

Arg

200

Gly

Ser

Leu

Phe

105

val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Gln Ser Gly Ala

Cys Lys Ala

Arg Gln Ala

40

Ser
25

Pro

Pro'Arg

Ser Ser

Ser Ala

Leu Gly
155

Tyr Tyr
170

val Ile
Ser Gly

Gln Ala

Gly Asn
235

Ser

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Pro

Gly

125

Ser

Thr

Ser

Gly

Asn

205

AsSpD

Trp

Glu Val Lys Lys

10

Gly Gly Thr Phe

Gly Gln Gly Leu

743

45

Leu

110

Gly

Ser

val

Trp

Lys

190

Ser

Glu

val

Pro

Asn
30

Glu

PCT/US02/36496

Ser Phe
Gly Ser
Glu Leu
Arg vVal

160
Tyr Gln
175
Asn Asn
Gly Asn

Ala Asp

Phe Gly
240

Gly Ser
Asn Asn

Trp Met
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Fhe
50 ’ 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 ) 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu'Tyr Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 ' 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln .
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ) 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp'Ser Ser Gly Asn His Trp Val Phe Gly
225 230 . 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 638
<211> 249
<212> PRT
<213> Homo sapiens

<400> 638
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Vval Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 ‘

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Cly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Gln Phe
.100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val L.eu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Tlé Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn HisvTrp Val Phe Asp
225 230 235 240 .

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 639
<211> 249
<212> PRT
<213> Homo sapiens

<400> 639
@ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Tle Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
B85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Pro Leu Thr Phe
100 ‘ 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 - 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Asp
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 640
'<211> 249
<212> PRT
<213> Homo saplens

<400> 640
CGln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 . 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr val Ser
65 - 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tfr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ser Pro Leu Tyr Pro
100 ’ 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 :

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Ser Gly Gln Thr Val Arg Val
145 - 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser @ly Asn His Trp Val Phe Gly
225 230 +235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 .

<210> 641
<211> 249
<212> PRT
<213> Homo sapiens

<400> 641
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35, 40 45 )

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe-
50 55 60

Gln Gly Arg‘Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ser Pro Leu Ile Fhe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Val Gln Ala Glu Aép Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 ' 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 642
<21l> 249
<212> PRT
<213> Homo sapilens

<400> 642
Gln Val Gln TLeu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 "5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gl& Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 ’ 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg His Pro Leu Leu Phe
100 ‘ 105 " o110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr vVal Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 . 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 643
<211> 248
<212> PRT
<213> Homo sapiens

<400> 643
@ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 ' 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu DLeu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Hig Ala Pro Leu Glu Trp
) 100 105 110

Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr Val Arg val Thr
145. . 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tvr Gln Gln
165 170 175

~ Lys Ala Gly Gln Ala Pro Vval Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 ' 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly Gly
225 230 235 240

Gly Thr Glu Leu Thr Val Leu Gly
245 .

<210> 644
<211> 249
<212> PRT
<213> Homo sapiens

<400> 644
¢ln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15 °
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Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

@ly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

@ln Gly Arg val ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met vVal Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 - 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

¢ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn‘
180 185 ' 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 645
<211> 249
<212> PRT
<213> Homo sapiens

<400> 645 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Alé’Ser
65 70 : 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Aré Asp Leu Leu Leu Phe Pro His .Phe Pro Leu Ile Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
- 130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 : 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
) 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 ) 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 : 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Asp
225 - 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 646
<211l> 249
<212>. PRT
<213> Homo sapiens

<400> 646
¢ln vVal Gln Leu Gln Gln Ser Gly ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
: 35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg vVal Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Mét Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 ' ' 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Glu Pro Leu Ile Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 : 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Asp
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 647
<211> 249
. <212> PRT
<213> Homo sapiens

<400> 647
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 ' 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

‘Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

@ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn His Ala Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 )
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tvr Aia Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly.Ser Ser Ser Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu 2la Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 : 235 240

@ly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 648
<211> 249
<212> PRT }
<213> Homo sapiens

<400> 648
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 ’ 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 ' .95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Thr Ile Leu Tyr Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr Vval Ser Ser Gly Gly Gly Gly Ser
115 120 j 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

-

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arxg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 ’

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn_ His Trp Val Phe Gly
225 230 235 240

@ly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 649
<211> 249
<212> PRT
<213> Homo sapiens.

<400> 649
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10- 15

Ser Val Arg Val Ser Cys Lys Ala Sexr Gly Gly Thr Phe Asn Asn Asp
20 - 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val 2ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp. Leu Leu Leu Phe Pro Asp Trp Pro Leu Tyr Pro
100 105 ' 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 ) 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

@¢ly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 650

<211> 249

<212> PRT

<213> Homo sapiens

‘

<400> 650 ‘
¢ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15 -

)
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Phe Leu
100 105 110

Trp Gly Arg Gly Thr Met val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gin Thr Val Arg Val
145 150 155 ) 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175 -

Gln Lys Pro Gly Gln'Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 - 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 ) 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 651
<211> 249
<212> ERT
<213> Homo sapiens

. <400> 651

¢ln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met vVal Thr Val Ser Gly Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Tfp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Tle Pro Asp Arg FPhe éer Gly Ser Ser Ser Gly Asn
195 200 : 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 652
<211> 249
<212> PRT
<213> Homo sapiens

<400> 652
¢ln Val Gln Leu Glan Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 ~ 10 . 15

Ser vVal Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 i 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 g0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Met Asp Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser CGly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser TyX Tvr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro val Teu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 - 200 ‘205

Thr Ala Ser Leu Thr Ile Thf Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 . 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 653
<211> 249
<212> PRT
<213> Homo sapiens

<400> 653
@ln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 -5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 A 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95"

Ala Arg Ser Arg Asp Leu Leu Leu phe Pro Arg Ala Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Sex
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Sef Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr vVal Leu Gly
245 -

<210> 654
<211> 249
<212> PRT
<213> Homo sapiens

<400> 654
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 ’ 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gl& Thr Phe Asn Asn Asn
20 25 30

ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

¢ln Gly Arg Val Ala.Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser @lu Asp Thr Ala val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Thr Leu Glu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Sexr Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 - 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 © 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 © 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
: 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr vVal Leu Gly
245

<210> 655
<211> 249
<212> PRT
<213> Homo sapiens

<400> 655
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Aén Asn Asn
20 : 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Cly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Pro Leu Phe Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 - 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly ger Ala Phe Ser Ser Glu Leu
130 135 140

. Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser .Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 - 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 656
<211> 249
<212> PRT
<213> Homo sapiens

<400> 656
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Liys Lys Pro Gly Ser
1 5 10 15
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ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg ¢ln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 - 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 . 90 95

Ala Arg Ser Arg Asp Leu Leu T,eu Phe Pro Asn Asp Pro Leu Val Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asm
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 : 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Asp Asn His Trp Val Phe Gly
225 230 : 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 657
<211> 24°
<212> PRT
<213> Homo sapiens

<400> 657

¢ln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Ile Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

¢ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Pro Leu Tyr ILle
100 105 110

Trp Gly Afg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser ala Phe Ser Ser Glu Leu
130 135 140

Thr ¢ln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg val .
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 -~ 175

Gln Lys Pro Gly Gln Ala Pro val Teu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 - 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 658
<211> 249
<212> PRT
<213> Homo sapiens

<400> 658
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ala Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 N 120 _ 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val ala Leu Gly Gln Thr Val Arg Val
145 ’ 150 , 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245 ‘

<210> 659
<211> 249
<212> PRT
<213> Homo sapiens

<400> 659
@ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr-Ala Lys Tyr Ser Gln Asn Phe
50 55 ) 60

¢ln Gly Arg val Ala Ile Thr ala Asp Glu Ser Thr Ser Thr val Ser
65 70 75 - 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Glu Tyr Tyr Cys
85 90 95 .

Ala Arg Ser Arg Asp Leu Leu l.eu Phe Pro Ala Ser Pro Leu Asn Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 : 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg V@l
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
' 165 170 ’ 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 1590

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 i 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 660
<211> 249
<212> PRT
<213> Homo sapiens

<400> 660
Cln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser

1 5 10 _ 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
' 20 . 25 . ) 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met . Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

@ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Sexr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 _ 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn-
180 ) 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

@Gly Gly Thr Glu Leu Thr val Leu Gly
245 :

<210> 661 -
<211> 249

<212> PRT

<213> Homo sapiens

<400> 661
Gln val Gln Teu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 .10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
' 20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 )
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser @lu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Arg Phe
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 : 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 - 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 ' 235 240

Gly Gly Thr Glu Leu Thr vVal Leu Gly
245

<210> 662
<211> 249
<212> PRT
<213> Homo sapiens

<400> 662 ,
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 . 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 - 45

@ly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

@ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 ‘ 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gly Asp Pro Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg vVal
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu vVal Ile Tyr Gly Lys Asn Asn
180 185 190

. o
Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245
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<210> 663
<211> 249
<212> PRT
<213> Homo sapiens

<400> 663

Cln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Gln ala Pro Gly Gln Gly Leu Glu Tfp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 . 60

Gln Gly Arg Val Ala Tle Thr Ala Asp ¢lu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Clu Leu Ser Ser Leu Arg Ser @lu Asp Thr Ala val Tyr Tyr Cys
85 ‘ 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Gly Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr val Ser.Ser Gly Gly Gly Gly Ser
115 120 125 ‘

- @ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 v 140

Thr @ln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 ‘ 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165° 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 : 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu 2la Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 664
<211> 249
<212> PRT
<213> Homo sapiens

<400> 664
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 '

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 _ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu. Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu T,eu Leu Phe Pro His Ala pPro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
‘115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 - 135 ‘ 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu @ly Gln Thr val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr @ly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 : 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser Higs Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr vVal Leu Gly
245

<210> 665
<211> 249
<212> PRT
<213> Homo sapiens

<400> 665

Gln val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 © 10 15

Ser Vval Arg Ile Ser Cys Lys Ala Thr Gly Gly Thr Phe Asn Asn ASp
’ 20 - 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln. Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
: 85 90 ‘ 95

Ala Arg Ser Arg Asp T.eu Leu Leu Phe Pro Ser Ser Pro Leu Ile Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Tle Pro Asp"Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asn
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 666
<211> 249
<212> PRT
<213> Homo sapiens

<400> 666
¢ln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 ’ 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met
35 40 45

'

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Sex
65 . 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ser Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ‘ 140

Thr Gln Asp Pro Ala Val Ser Vval Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tvr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu val Ile Tyr Gly Lys Asn Asn
: 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg AsSp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

@Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 667
<211> 249
<212> PRT
<213> Homo sapiens

<400> 567
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 ' 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

778



WO 03/0
/055979 PCT/US02/36496

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg-Asp Leu Leu Leu Phe Pro Gln Asp Pro Leu Val Phe
100 . 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 ’

Thr Gln Asp Pro Ala Val Ser val Aia Leu Gly Gln Thr Val Arg Val
145 ) 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

C¢ln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 668
<211> 249
<212> PRT
<213> Homo sapiens

<400> 668
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg val Ser Cys Lys ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Lys Ala Pro Leu val Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125 .

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 1,230 ‘ © 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 669
<211> 249
<212> PRT
<213> Homo sapiens

<400> 669

@ln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 . 15

ger val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
' 20 25 . 30

Ala Ile Asn Trp Val Axg ¢ln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 . 60

@ln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ' 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys ’
. 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Arg Phe
100 : 105 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly ¢cly Gly Ser
115° A 120 125

@ly Gly Gly Gly ser Gly Gly Gly Gly Ser ala Phe Ser Ser Glu Leu
130 135 . 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly ¢ln Thr Vel Arg val
145 150 155 160

Thr Cys Gln Gly AsD Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

¢ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 | 190

Arg Pro Ser Gly Iie Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asri
195 200 205 ’
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Thr Ala Ser Leu Thr Ile Thr Gly ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 : 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 670
<211> 249
<212> PRT
<213> Homo sapiens

<400> 670 .
@ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 ‘ 5 10 15

ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
20 ' 25 . 30

2la Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 C 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
. 85 90 . 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly ‘Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg val
145 150 . 155 ’ 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyvr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Prb

Arg Pro Ser
195

Thr Ala Ser
210

Tyr Tyr Cys
225

Gly Gly Thr

<210> 671
<211> 249
<212> PRT

Gly
180
Gly
Leu

Asn

Glu

Gln Ala

Ile Pro

Thr ITle

Ser Arg

230

Leu Thr
245

<213> Homo sapiens

<400> 671

Gln vVal Gln Leu Gln Gln

1

Ser Val Arg

Ala Ile Asn
35

Gly Gly Ile
50

Gln Gly Arg
65 :

Met Glu Leu

Ala Arg Ser

Trp Gly Arg
115

val

20

Trp

Ile

val

Ser

Arg

100

Gly

5

Ser Cys

val Arg

Pro Met

Ala Ile

70

Ser Leu
85

Asp Leu

Thr Met

Pro
Asp
Thr
215

Asp

val

Ser

Lys

Glin

"Phe

55

Thr

Arg

Leu

val

val

Arg

200

Gly

Ser

Leu

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr
120

Leu

185

Phe

Ala

Ser

Gly

Ala

Ser

25

Pro

Thr

Asp

Glu

Phe

105

Val

val
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser val ala Leu Gly Gln Thr val Arg Val
145 > 150 ‘ 155 160

Thr Cys.Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ) 185 190

‘Arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser ﬁeu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 ) 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 )

<210> 672
<211> 249
<212> PRT
<213> Homo saplens

<400> 672
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Ile Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln 2Asn Phe
50 55 60

¢ln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr cys
85 90 95
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Ala Arg Ser Arg His Leu Leu Leu Phe Pro @ln Gly Pro Leu Ser Phe
' 100 - 105 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser val Ala Leu Gly Gln Thr val Arg vVal
145 150 155 160

Thr Cys Gln Gly AsD Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly Lys AsSD Asn
180 185 190

Arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 ' 200 205

Thr Ala Ser Leu Thr Tle Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 673
<211> 249
<212> PRT
<213> Homo sapiens

<400> 673 )
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45
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Gly Gly Ile Iie pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 .

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 * 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu T,eu Phe Pro His Leu Pro Leu Asn Pro
- 100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser @ly Gly Gly Gly Ser
115 120 125

Gly Gly Gly @Gly .Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser val Ala Leu Gly Cln Thr Val Arg Val
145 150 : 155 160

Thr Cys Gln Gly Asp ger Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@ln Lys Pro Gly Gln Ala Pro VvVal Leu val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ilé Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
‘ 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ' 215 - 220 :

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245 :

<210> 674
<211> 249
<212> PRT
<213> Homo sapiens

<400> 674
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 . 10 15

786
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ger val Arg Val Ser Cys Lys Ala Ser @ly Gly Thr Phe Asn Asn AsSp
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr BAla Lys Tyr Ser Gln Asn Phe
. 50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 : 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 : 125

Gly Gly Gly Gly Sér Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 '

Thr Gln Asp Pro Ala Val Ser Val Ala Teu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leﬁ Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly 2&sn
195 ) 200 205

Thr Ala Sér Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr vVal Leu Giy
245
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<21.0> 675
<211> 249
<212> PRT
<213> Homo sapiens

<400> 675

¢ln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn ASp
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 . 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Giu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ’ 90 ) 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gly Ala Pro Leu Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser val Ala Leu Gly Gln Thr Val Arg val
145 150 155 ) 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp -
210 ' 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 676
<211> 249
<212> PRT
<213> Homo sapiens

<400> 676 :
¢ln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 : 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr 2Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ' 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 . 95

Ala Arg Ser Arg Asp Leu Leu 7,eu Phe Pro Glm Ala Pro Leu TyTr Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 . 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg val
145 150 155 : 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . . 185 190

Arg Pro Ser Gly val Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
i 1

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tvr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245 :

<210> 677
<211> 249
<212> PRT
<213> Homo sapilens

<400> 677
Gln val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 - 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe- Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 ‘ ’ 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu TL,eu Phe Pro Arg Ser Pro Leu Ser Phe
100 . 105 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Tyxr Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 ‘ 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thy Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 ‘

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 678
<211> 249
<212> PRT
<213> Homo saplens

<400> 678 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 . 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30 :

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 ' 55 60

G¢ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 : 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95 -
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser His Ser Phe Asp Ile
100 105 ] 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Tyr Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Giy Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly Lys Asn Asn
- 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Asp
225 230 235 : 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 679
<211> 249
<212> PRT
<213> Homo sapilens

<400> 679
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 . 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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@ly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr TyT Cys
85 920 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ser Pro Leu His Pro
100 105 110 )

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 :

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg val -
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 _ 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 680
<211> 249
<212> PRT
<213> Homo sapiens

<400> 680
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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ger Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gin Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Cly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

@ln Cly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser @lu Asp Thr Ala val Tyr Tyr Cys
85 90 - 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ser Pro Leu Ser Phe
100 105 110 ~

Trp Giy Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 ’

¢ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

G¢ln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190.

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala @lu Asp Glu Ala Asp
210 215 ’ 220

Tyr Tyr Cys Asn Ser Arg His Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 681
<211> 249
<212> PRT
<213> Homo sapiens

<400> 681
¢ln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Glu Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 '

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Sexr Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu L.eu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

.Gly Gly Gly Gly Ser Gly Gly. Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Teu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

¢ln Lys Pro Gly Gln ala Pro Val Leu Val Ile TyT Gly Lys Asn Asn
180 185 ' 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly }
245

<210> 682
<211> 249
<212> PRT
<213> Homo sapiens

<400> 682 i
Gln val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

ger Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 .70 75 80

Met Clu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 . 90 95

Ala Arg Ser Arg Asp .Leu Leu Lieu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ‘120 125

.Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 : : 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser L.eu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . 175

796



WO 03/055979 PCT/US02/36496

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
- 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 ‘

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
: 245

<210> 683
<211> 249
<212> PRT
<213> Homo sapiens

<400> 683
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Rla Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

@ly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50. 55 ’ 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 - . 75 80

Met Glu Lreu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
: 85 90 95

Ala Arg Ser Arg Asp Leu Leu T,eu Phe Pro Ala Ser Pro Leu Asn Pro
100 105 . 110

Trp Gly Arg Arg Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln asp Pro Ala val Ser val Ala Leu Gly Gln Thr val Arg val
145 150 155 160

Thr Cys Gln Gly‘Asp ger Ile Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

¢ln Lys Pro Gly Gln ala Pro Val Leu Val Tle Tyr Gly Lys Asn Asn
180 185 ' 190

Arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Tle Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Tyr Arg Asp Ser Ser Gly asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 684
<211> 249
<212> PRT
<213> Homo sapiens

<400> 684
Gln Val Gln Leu Gln @ln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
17 5 10 - 15

Ser Val Arg Val Ser Cys Lys Ala Ser G@ly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln @Gly Leu Glu Trp Met
35 40 . 45 :

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80 .

Met Glﬁ T,eu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Glu Pro L.eu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met vVal Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Vval Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

¢ln Lys Pro Gly Gin Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 : 190

arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 :

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
' 245

<210> 685
<211> 249
<212> PRT
<213> Homo saplens

<400> 685 .
¢ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

ala Ile Asn Trp Val Arg Gln ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Gly Ile Tle Pro Met Phe Gly Thr Ala ﬁys Tyr Ser Gln Asn rhe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asﬁ Thr -Ala Val Tyr Tyr Cys
85 90 95

ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Leu ASD Pro Leu Ile Ile
100 105 110

Trp Gly Arg Gly Thr Met Val Ala Val Ser ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly AsD Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly TIle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn '
195 200, 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn TyTr Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245 ’

<210> 686
<211> 249
<212> PRT
<213> Homo sapiens

. <400> 686

¢ln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10. 15

800



WO 03/055979
PCT/US02/36496

Ser Val Arg Val Ser Cys Lys ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Ile PFro Met Phe Gly Thr Ala Lys TyT Ser Gln Asn Phe
50 55 60 :

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu T.eu Phe Pro Arg Ala Pro Leu Ala Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ’ : 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Gly Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 ‘ 230 235" 240

Gly Gly Thr Glu Leﬁ Thr Val Leu Gly
245
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<210> 687
<211> 249
<212> PRT
<213> Homo sapiens

<400> 687

oln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 . 15

.8er Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ‘ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Pro Leu Ser Phe
100 105 110 '

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 - 140

Thr Gln Asp Pro Ala Val Ser vVal Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly .Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro vVal Leu Val Ile Tyr Gly Lys Asn Asn
180 - 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly‘Ser Ser Ser Gly Asn
195 200 - 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 688
<211> 249
<212> PRT
<213> Homo sapiens

<400> 688
Cln Val Gln Leu Gln Gln Ser Gly -Ala Glu val Lys Lys Pro Gly Ser

i 5 10 . 15

ger Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala TIle Asn Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe @ly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Sef Glu Asp Thr Ala val Tyr Tyr Cys
85 90 - 95

Ala Arg Ser Arg Asp Leu Leu T,eu Phe Pro His Tyr Gly Met Asp Val
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 - 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 . 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 4 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro

Arg Pro Ser
195

Thr Ala Sex
210

Tyr Tyr Cys
225

Gly Gly Thr

<210> 689
<211> 249
<212> PRT

Gly

180

Gly

Leu

Asn

Glu

Gln

Ile

Thr

Ser

Leu
245

<213> Homo sapiens

<400> 689
Gln Val Leu
1

Ser Val Arg

Ala Ile Asn
35

Gly Gly Ile
50

Gln Gly Arg
65

Met Glu Leu

Ala Arg Ser

Trp Gly Arg
115

Leu

val

20

Trp

Ile

val

Ser

Arg

100

Gly

Gln
5

Ser
val
Pro
Ala
Ser

85

Asp

Thr

Ala

Pro

Ile

Arg

230

Thr

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Pro

Asp

Thr

215

Asp

val

ser

Lys

Gln

Phe

55

Thr

Arg

Leu

val

val

Arg

200

Gly

Ser

Leu

Gly

Ala

Ala

40

Gly

Ala

ser

Leu

Thr
120

Leu

185

Phe

Ala

Ser

Gly

Ala

Ser

25

Pro

Thr

AsSp

Glu

Phe

105

Val

val

Ser

Gln

Gly

Glu

10

Gly

Gly

Ala

Glu

AsSp

90

Pro

ser

804

Ile

Gly

Ala

Asn
235

val

Gly

Gln

Lys

Ser

75

Thr

Arg

Ser

Tyx

Ser

Glu
220

.His

Lys

Thr

Gly

Tyr

50 .

Thr

Ala

Ala

Gly

Gly
Ser
205

Asp

Trp

Lys

Phe

Leu

45

Ser

Ser

val

Pro

Gly
125

Lys

190

sSer

Glu

val

Pro

Asn

30

Glu

Gln

Thr

Tyr

Leu

110

Gly
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15
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Trp
Asn
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Tyxr

95
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Asn

Asn

Asp

Gly
240

Ser
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Phe

‘Ser

80
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 . 160

Thr Cys Gln Gly Asp'Ser TLeu Arg Ser His Tyr Ala Ser Trp Tyr Gln
. 165 170 175

Gin Lys Pro Gly Gln.Ala Pro Val Leu val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Ser
195 - 200 205

Thr Ala Ser Leu Thr TIle Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 : 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His TrD val Phe Gly
225 230 235 ‘ 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 690
<211> 249
<212> PRT
<213> Home sapiens

<400> 690 ,
¢ln val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 . 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

ala Ile Asn Trp Val Arg @ln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Tle Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

¢ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 " 80

Met Glu Leu Ser Ser Leu Arg Ser Glu AsD Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu I.eu Phe Pro Arg Ser Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125 :

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu val Ile Tyr Gly Lys Asn Asn
: 180 185 190

Arg Pro Ser Gly-Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 ‘ 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 '

Tyvr Tyr Cys asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Lew Thr Val Leu Gly
245

<210> 691
<211> 249
<212> PRT
<213> Homo sapiens

<400> 691
@ln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 . 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn AsSn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn FPhe
50 55 60

@ln Gly Arg Val Als Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 . 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 30 95

Ala Arg Ser Arg Asp Leu Leu 7,eu Phe Pro Gln His Gly Phe Asp Ala
100 105 ’ 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

¢ly Gly Gly Gly Ser Gly Gly Gly Gly Sexr ala Phe Ser Ser Glu Leu
130 135 ' 140 .

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Cln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 ) 170 - 175

Gln Lys Pro Gly Gln ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn '
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr vVal Leu Gly
245

<210> 692
<211> 249
<212> PRT
<213> Homo sapiens

<400> 692 . ) ,
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 . . 10 15
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ser val Arg Val Ser Cys Lvs ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg ¢ln Ala Pro Gly Gln Gly Pro Glu Trp Yet
35 " 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys TyT Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 . 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr vr Cys
85 g0 95

Ala Arg Ser Arg Asp Leu Leéu Leu Phe Pro Arg Aép Pro Leu Arg Phe
100 . 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ] 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@ln Lys Pro Gly Gln ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 190

arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 ’

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

@ly Gly Thr Glu Leu Thr Val Leu Gly
245

808



WO 03/055979
PCT/US02/36496

<210> 693
<211> 249
<212> PRT
<213> Homo sapiens

<400> 693

Gln Val Leu Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

ger Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Giy Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Arg Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Ser pPhe
‘ 100 105 110 )

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 ' 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 2la Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Vval Cys val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Tie Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

. <210> 694
<211> 249
<212> PRT
<213> Homo sapiens

<400> 694 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 i 60

Gln Gly Arg val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu DLeu Ser Ser Leu Arg Ser ¢lu Asp Thr Ala Vai Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu TL.eu Phe Pro Tyr Ala Pro Leu aAla Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Giy Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr vVal Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Teu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro val L.eu Val Ile Tyr Gly Lys Asn Asn
’ 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg ASp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 695
<211> 249
<212> PRT
<213> Homo sapiens

<400> 695 { )
Gln Val @ln Leu Gln Gln Ser Gly Ala Glu Val Arg Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Giy Arg Val Ala Ile Thr Ala 2Asp @¢lu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Ala Phe Asp Val
100 105 ' 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Tyr Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp ValnPhe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 696
<211> 249
<212> PRT
<213> Homo sapiens ,

<400> 696
Gln val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 ' 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Rla Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Glu Pro Leu Phe Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Sexr Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 : 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Vval Ile Tyr Gly Lys Asn Asn
180 185 190 '

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 - 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 697
<211> 249
<212> PRT
<213> Homo sapiens

<400> 697
¢ln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser vVal Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn AsSp
20 25 30

Ala Tle Asn Trp Val Arg ¢ln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ~ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Vval Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu 7,eu Phe Pro Arg Ser Ala Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met vVal Thr Vval Ser Sér Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Tyr Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr-val Arg val -
145 -150 155 160

Thr Cys‘Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 : 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 698
<211> 249
<212> PRT
<213> Homo sapiens

<400> 698
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg ¢ln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

@ly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Tﬁr ala val Tyr Tyr Cys
85 . 90 : 95

Ala Arg Ser Arg Asp Leu Leu I,eu Phe Pro His His Ser Phe Asp Ser
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser ¢ly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

- Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser TIp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 : 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 ; 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 699
<211> 249
<212> PRT
<213> Homo saplens

<400> 699
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 .10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile BPro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

¢ln Gly Arg Val Ala Ile Thr Ala Asp ¢lu Ser Thr Ser Thr Ala FPhe
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Gly Met Asp Val
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg'Val
145 150 - 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
. : 165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Sexr Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 700
<211> 249
<212> PRT
<213> Homo sapiens

<400> 700 )
@ln val Gln Leu Gln ¢ln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 ‘ 15

Ser Val Arg Vval Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
’ 20 25 30

Ala Ile Asn Trp Val Arg @ln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 ' 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys TyX Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
: 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ser Pro Leu His Pro
100 ‘ 1105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Seﬁ: Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Tyr Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 V 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Bsp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 .

<210> 701 °

<211> 249

<212> PRT

<213> Homo sapiens

<400> 701
¢ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
L 5 10 15

ger Val Arg Val Ser Cys Lys ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg‘Gln ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 ~ 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe .
50 . 55 ' 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys.
85 ' 90 ) 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Pro Leu Asp Ser
. 100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
’ 115 120 125
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@ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu val Ile . Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

@ly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 702
<211> 249
<212> PRT
<213> Homo sapiens

<400> 702
Gln Val Gln Leu Gln Gln Ser Gly RAla Glu Vval Lys Lys Fro Gly Ser
1 =) 10 15

Ser Val Arg val Ser Cys Lys Ala Ser @Gly Gly Thr Phe Asn Asn Asn
' 20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 .. 60

Gln Gly Arg val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 - 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Vval Arg val
145 150 155 160

Thr Cys. Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro AsSp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
’ 245

<210> 703
<211> 249
<212> PRT
<213> Homo sapiens

<400> 703 R
Gln val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
) 35 40 45

820
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Gly Gly Ile Ile Pro Mét Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 :

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Clu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu IL,eu Phe Pro Ser Trp Pro Leu Thr Phe
100 105 110

Typ Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gla Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

¢ln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

arg Pro Ser Gly Ile Pro Asp Argd Phe Ser Gly Ser Ser Ser Gly Thr
195 200 205

Ala Ala Ser Leu Thr Ile Thr Gly Ala ¢ln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Cys Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Ala Val Leu Gly
245

<210> 704
<211> 249
<212> PRT
<213> Homo sapiens

<400> 704
Gln Val Gln Leu Gln Gln Ser Gly ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

821
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Ser val Arg Val Ser Cys Lys ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Cln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 . 80

Met Glu Leu Ser Ser Léu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu I,eu Phe Pro His Tyr Pro Leu Leu Phe
100 . 105 110 -

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
: 115 120 125

Gly Gly Gly Gly ser Gly Gly Gly Gly Ser Ala Phe Ser Tyr Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser @Gly Ser Ser Ser Gly Asn
195 200 ] 205

Thr Ala Ser Leu Thr Ile Thr‘Gly ala Gln ala Glu Asp Glu Ala Asp
210 215 220 ' o

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 -~ 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 705
<211> 249
<212> PRT
<213> Homo sapilens

<400> 705
@ln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 - 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 ) 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp NMet
35 40 - 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 - 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 920 95

Ala Arg Ser Arg Asp Leu Leu Leu phe Pro Thr Tyr Pro Leu Val Phe
100 105 - 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 A 120 125 -

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr His Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala GluvAsp Glu aAla Asp
210 215 220 ’

Tyr Tyr Cys Asn Tyr Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 706
<211> 249
<212> PRT
<213> Homo sapiens

<400> 706
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg ¢ln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

@ly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys TyTr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
: 85 20 95

Ala Arg Ser ARrg Asp Leu Leu Leu Phe Pro His Ala Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Vval Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyx Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly Lys Asn ASD
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser  Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His TIp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 707
<211> 249
<212> PRT
<213> Homo sapiens

<400> 707
Gln Val Leu Leu Gln gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn .
20 25 : 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys TyTr Ser Gln Asn Phe
50 . 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ’ 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu T.eu Leu Phe Pro Lys His Pro Leu Val Phe
100 ‘ 105 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly. Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 190 ‘

Arg Pro Ser' Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Asn Glu Leu Thr val Leu Gly
245

<210> 708
<211> 249
<212> PRT
<213> Homo saplens

<400> 708
Gln Val Gln Leu Gln Gln Ser @ly Ala Glu Val Lys Lys Pro Gly Ser h
1 5 10 15

Ser Val Arg Val Ser‘Cy's Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Asp TIp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys TyT Ser Gln Asn Phe
50 55 ' 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 - ’ 75 80

Met Glu Leu Ser Ser Leu Arg Ser glu Asp Thr Ala Val Tyr Tvr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Sef Pro Leu Asn Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Tyr Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg val
145 150 155 160

Thr Cys Gln Gly Asp ger Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn asn
180 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 708
<211> 249
<212> PRT
<213> Homo sapiens

<400> 709
Gln val Gln Leu Gln Cln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser '
1 5 10 15

Ser Val Arg val Ser Cys Lys ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 49 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 . 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr. Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu L.eu Leu Phe Pro His His Ser Phe Asp Ala
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser ala Phe Ser Ser Glu Leu
130 135 . 140 :

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 ’ 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyf Gln
165 170 175

@ln Lys Pro Gly Gln ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ) 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
. 245

<210> 710
<211> 249
<212> PRT
<213> Homo sapiens

<400> 710
@ln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15
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ger val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn ASD Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile PxO Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

¢ln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
: 85 90 95

Ala Arg Ser Arg Asp Leu 7eu Leu Phe Pro His Asp Pro L,eu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 : 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg val
145 150 1155 160

Thr Cys Gln Gly‘ Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 © 170 ‘ - 175

Gln Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala AsSD
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 711
<211> 249
<212> PRT
<213> Homo sapiens

<400> 711

Gln Val Gln Leu Gln @ln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

ger Val Arg vVal Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg @ln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg gis Pro Leu Val Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 .

@Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser val Ala Leu Gly Gln Thr val Arg Val
145 ' 150 155 ) . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr TyX Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 - 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 ' 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 712
<211> 249
<212> PRT
<213> Homo sapiens

<400> 712
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 -5 . 10 15

ger Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser @Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser @lu Asp Thr Ala Val Tyr Tvr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Tyr- Pro
100 105 110 .

Tyrp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 © 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190 :

Arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu ala ASD
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
- 245

<210> 713
<211> 249
<212> PRT
<213> Homo saplens

<400> 713
¢ln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn ASTl.
‘ 20 25 30

ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

@Gln Gly Arg vVal Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

ala Arg Ser Arg Asp Leu Leu Leu phe Pro His Ala Pro Leu Asp Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 - 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly'Ser Ala Phe Ser Ser Glu Leu
130 135 . 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 . 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190 ’

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr'Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

¢ly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 714
<211> 249
<212> BRT
<213> Homo sapiens

<400> 714 )
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 - 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

ala Ile Asn Trp Val Arg ¢ln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 : 40 ’ 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 : 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ’ 90 95
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ala Arg Ser Arg Asp Leu Leu 7eu Phe Pro Asn Ala Pro Leu Ser Pro
’ 100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 " 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly Lys Asn Asn
180 185 . ) 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp’
210 215 220 '

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 ' 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 715
<211>-249
<212> PRT
<213> Homo sapiens

<400> 715
Cln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Sexr
1 5 10 . 15

. 8Ber Val Arg Val Ser Cys LyS Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Gly Tle Ile Pro Met Phe Cly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Giu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 ' 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu Ser Pro
100 ) 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser @Gly Gly Gly Gly Ser
115 120 125

YGly Gly Gly Gly Ser @ly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ‘ 140 :

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 . 160

" Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Sexr Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala ¢lu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
- 245

<210> 716
<211> 249
<212> PRT
<213> Homo sapiens

<400> 716
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 ' 15
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Ser Val Arg Vval Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala lLys Tyr Ser Gln Asn Phe
50 ' ' 55 60 ’

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Ser Phe
100 ! 105 . 110

Trp Gly Arg Gly Thr Met val Thr Val.Ser ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Deu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 V 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyx Gly Lys As:n Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Sef Ser Gly Asn
195 200 205

'f‘hr ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thx Glu Leu Thr Val Leu Gly
245
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<210> 717
<211> 249
<212> PRT
<213> Homo sapiens

<400> 717

¢ln Val Gln Leu Gln Gln Ser @Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

.Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thf Ala Ser
65 70 , 75 80

Met Glu Leu Ser Ser Leu Arg ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His ala Pro Leu Phe Pro
100 ' 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Glvaly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 ; 150 155 ] 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 , 175"

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 ) 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala ¢lu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

@ly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 718
<211> 249
<212> PRT
<213> Homo sapiens

<400> 718
Gln val Gln Leu Gln @ln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

ger val Arg Val Ser Cys Lys Ala Ser @¢ly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg ¢ln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 .

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyxr Cys
85 90 95

Ala Arg Ser Arg Asp Leu TLeu Leu Phe Pro Ala Ser Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val -Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ’ 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu @ly Gln Thr Val Arg val
145 150 155 ' 160

Thr Cys Gln Gly ASP Ser Leu Arg Ser Tyr‘Tyr ala Ser Trp Tyr Gln
165 170 175

838"
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¢ln Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Tle Pro Asp Arg Phe Ser @ly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Tle Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Bhe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 :

<210> 719
<211> 249
<212> PRT
<213> Homo sapiens

<400> 719
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

ger Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn AsSn Asn
20 .25 30

Ala Tle Asn Trp Val Arg ¢ln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys TyT Ser Gln Asn Phe
50 . 55 60

Gln Gly Arg Vval ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg ger Glu Asp Thr Ala val Tyr Tyr Cys
85 . 90 ’ 95 -

ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Gly Met Asp Val
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser ser Gly Gly Gly Gly Ser
115 120 125 -
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Gly Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 ) 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 : 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 - 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 720
<211> 247
<212> PRT
<213> Homo sapiens

<400> 720
Cln val Gln Gln Ser @ly Ala Glu val Lys Lys Pro Gly Ser Ser val
1 5 10 15

Arg Val Ser Cys LyS Ala Ser Gly Gly Thr Phe Asn Asn Asn Ala Tle
20 25 30

Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met Gly Gly
35 | 40 . A5

Tle Tle Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe Gln Gly
50 55 60

Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser Met Glu
65 70 75 . 80

L,eu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys Ala Arg
85 90 95
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Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe Trp Gly
100 105 110

Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe-Ser Ser Glu Leu Thr Gln
130 135 140

Asp Pro Ala Vval Ser val Ala Leu Gly Gln Thr Val Arg val Thr Cys'
145 150 155 160

Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln Gln Lys
165 170 175

Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Ash Arg Pro
180 185 190

Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala
195 200 205

Ser Lieu Thr Ile Thr Gly ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly Gly Gly
225 230 235 240

Thr Glu Leu Thr Val Leu Gly
245

<210> 721
<211> 249
<212> PRT
<213> Homo sapiens

<400> 721
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

ser Val Arg Val Ser Cys Lys 2la Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 : 70 75 ) 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

ala Arg Ser Arg Asp Leu Leu T.eu Phe Pro His Tyr Gly Met Tyr val
100 105 _ 110

Trp Gly Arg Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly Ser
115 120 125

cly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 ) 140

Thr Gln Asp Pro Ala Val Ser val ala Leu Gly Gln Thr Val Arg val
145 ) 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Tle Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 :

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 722
<211> 249
<212> PRT
<213> Homo sapiens

<400> 722
Gln Val Gln Leu Gln Arg Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15
842 '
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thxr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 ' 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65- 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr ala vVal Tyr Tyr Cys
B5 - 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn -
180 185 190

Arg Pro Ser Gly Ile.Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 - 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245
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<210> 723

<211> 249 )
<212> PRT

<213> Homo sapiens

<400> 723

Gln Vval GlnbLeu Cln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 )

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu L,eu Leu Phe Pro His Ala Pro Leu Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 : 150 . 155 160

Thr Cys Arg Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 . 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 . 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 724
<211> 249
<212> PRT
<213> Homo sapiens

<400> 724
Gln Val Gln Leu Gln ¢ln Ser CGly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg vVal Ser Cys Lys ala Ser Gly Gly Thr Phe Asn Asn Asn

Ala Ile Asn Trp Val Arg @ln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tvr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu ArXg Ser Glu Asp Thr Ala val Tyr Tyr Cys
: 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu Glu Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115° 1207 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Qln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 , 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 725
<211> 249
<212> PRT
<213> Homo sapiens

<400> 725
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
- 35 40 45 -

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

¢ln Gly Arg val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser His Ala Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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¢ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 -

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 . 150 155 160

Thr Cys Gln Gly Asp Ser L.eu Arg Ser Tyr TyT Ala Ser Trp Tyr Gln
165 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 726
<211> 249
<212> PRT
<213> Homo sapiens

<400> 726
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 : 10 15

ger Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys TyTr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 -70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
. 85 90 95
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Alé Arg Ser Arg Asp Leu T,eu Leu Phe Pro Tyr Ala Pro Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ’ 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

Gln Lys Pro Gly Gln ala Pro Val Lieu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230. 235 240

@ly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 727
<211> 249
<212> PRT
<213> Homo sapiens

<400> 727
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Sex
1 5 10 15

Ser Val Arg Val Ser Cys Lys 2la Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg ¢ln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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65

Met

Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

Thr

TyTr

225

Gly

<210>
<211>
<212>
<213>

<400>

Gly

50
Gly
Glu
Arg
Gly
Gly
130
Gln
Cys
Lys
Pro
Ala
210

TYyTr

Gly

Ile

Lieu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr

728
249
PRT
Homo sapiens -
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Ile
val
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Arg
100
Gly
Gly
Pro
Gly
Gly
180
Gly
Leu

Asn

Glu

Pro

Ala

Ser

85

Asp

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

@ln Val Gln Leu Gln

1

5

Met

Ile

70

Leu

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr
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55
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Leu
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135
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Leu
Pro
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215
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val
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Leu

Thr

120
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val
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val
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200
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val

Gly

Ala
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Leu

185

Phe
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Sexr

Gly
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Glu Ser
75

AsﬁeThr
90
Pro Asn

Ser Ser

Ser Ala

Tyr Ser
60

Thr Ser

Ala val

‘Ala Pro

Gly Gly
125

Phe Ser

. 140

Leu Gly
155

Tyr TyT

170

val Ile

Ser Gly

Gln Ala

Gly Asn
235

Gln Thr

Ala Ser

Tyr Gly

Ser Ser
205

Glu Asp
220

His Trp

Gln

Thr

Tvr

Leu

110

Gly
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val

Trp

Lys

190

Ser

Glu

val
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Asn

Ala

TYyr

95

Ser

Gly

Glu

Arg

Tyx

175

Asn

Gly

Ala

Phe

Phe
Ser

80
Cys
Phe
Ser
Leu
val
160
Gln
Asn
Asn

Asp

Gly
240

|

¢ln Ser Gly Ala Glu Val lLiys Lys Pro Gly Ser

10
849
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Cln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ) 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 ' 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser His Ser Phe Asp Val
100 . 105 : 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser @¢ly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Giy ¢ln Thr val Arg Val
145 150 - 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr aAla Ser Leu Thr Ile Thr Gly Ala Gln RAla Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 ‘ 235 - 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 729
<211> 249
<212> PRT
<213> Homo sapiens

<400> 729 .
¢ln val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thf Ser Thr Ala Ser
65 70 75 : 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Thr
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Rla Leu Gly Gln Thr Vval Arg Val
145 150 155 ) 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

-Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 " 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 730
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 730
¢ln val Gln Leu Glo Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

ger val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys TyT Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu TLeu Leu Phe Pro Met Leu Gly Leu Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly sSer Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu @ly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Vval Leu Val Ile Tyr Gly Lys Asn Asn
180 : 185 190

arg Pro Ser Gly Tle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 - 200 205 :

Thy Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 ’ 235 240

Gly Gly Thr Glu. Leu Thr Val Leu Gly
245

<210> 731
<211> 249
<212> PRT
<213> Homo sapiens

<400> 731 :
¢ln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 -5 10 15

ser Val Arg Val Ser Cys lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ‘ 25 30

Ala Ile Asn Trp Val Arg ¢ln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 .40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 ‘ 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly ¢ln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser His Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Ser
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ; 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr vVal Leu Gly
245

<210> 732
<211> 249
<212> PRT
<213> Homo sapiens

<400> 732
¢ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg ¢ln ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys 1yr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 ' 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ser Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 . 155 160

Thr Cys Gln Gly Asp ger Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@ln Lys Pro Gly Gln ala Pro val Leu Val Ile His Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 :

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly .
225 ‘ 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 733
<211> 249
<212> PRT
<213> Homo sapiens

<400> 733 )
Gln Val Gln Leu Gln Gln Pro Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Gly Ile Ile Prb Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 :

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Lys Ala Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly‘Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr vVal Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 734
<211> 249
<212> PRT
<213> Homo sapiens

<400> 734
¢ln val Gln Leu Gln Gln Ser Gly aAla Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg Val Ser Cys Lys ala Ser Gly Gly Thr Phe -Asn Asn Asn
20 25 30

ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gin Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe @ly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Val Ser
65 70 75 : 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyvr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu T,eu Phe Pro Ser Ala Pro Leu Ser Pro
100 ° N 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gl.y Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Ala Arg Val
145 : 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175 -

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 © 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
’ 245
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<210> 735
<211> 249
<212> PRT
<213> Homo sapiens

<400> 735

@ln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser vVal Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
.35 40 - 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 .

Gln Gly Arg Val Ala Ile Thr Ala Asp Lys Ser Thr Ser Thr Ala Ser
65 70 ‘ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Ala Pro
100 105 ' 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg val
145 . 150 155 ‘ 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 : 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 736
<211> 249
<212> PRT
<213> Homo sapilens

<400> 736
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Vval Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe -
50 55 60

@ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 i 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Gly Ser Arg Asp Leu Leu 1,eu Phe Pro Ser Ala Pro Leu Ala Pro
. 100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser @ly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Vval Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyxr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

¢ly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 737
<211> 249
<212> PRT
<213> Homo sapiens

<400> 737
¢ln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 ' 10 : 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txrp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Sexr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 %0 " 95

Ala Arg Ser Arg Asp Leu L,eu Leu Phe Pro Arg Thr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly

Thr

145

Thr

Gln

Arg

Thr

Tyr

225

Gly

Gly Gly
130

Gln Asp

Cys Gln

Lys Pro

Pro Ser

195

Ala Ser
210

Tyr Cys

Gly Thr

<210> 738
<211> 249
<212> PRT

<213>

<400> 738
Gln val Gln Leu Gln

1

Ser

Ala

Gly

Gln

65

Met

val Arg

Ile Asn
35

Gly Ile
50

Gly Ser

Pro Ala

Gly Rsp

165

Gly Gln

180

Gly Ile

Leu Thr

Asn Ser

Glu Leu
245

Homo sapiens

5

val Ser
20

Trp Val

Ile Pro

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thx

Gln

Cys

Arg

Met

Gly Arg Val Ala ile

70

Glu Leu Ser Ser Leu

85

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

val

Ser

Lys

Gln

Phe

55

Thr

Arg

Gly

val

Arg

val

Arg

200

Gly

Ser

Leu

Gly

Ala.

Ala

40

Gly

Ala

Ser

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ala

Ser

25

Pro

Thr

Asp

Glu

Ser

Leu

Tyr

170

val

Sexr

Gln

Gly

Glu

10

Gly

Gly

Ala

Glu

Asp
90

861

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

val

Gly

Gln

Lys

Ser

75

Thr

Phe

140

Gln

Ala

TYY

Ser

Glu

220

His

Lys

Thx

Gly

TYyr

60

Thr

Ala

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Lys

Phe

Leu

45

Ser

Ser

Val

Ser

val

Trp

Lys

190

Ser

Glu

val

Pro
Asn

30
Glu
Gln

Thr

Tyr

PCT/US02/36496

Glu Leu

Arg Val
160

Tyr Gln
175

Asn Asn

Gly Asn

Ala Asp

Phe Gly
240

Gly Ser
15

Agn Asn

Trp Met

Asn Phe

Ala Ser
80

Tyr Cys
95
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Ala Arg Ser Arg Asp Leu Leu T,eu Phe Pro Asn Ala Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Teu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@ln Lys Pro Gly Gln Ala Pro val Teu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn Arg Trp Val Phe Gly
225 ) 230 235 240

¢ly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 739
<211> 249
<212> PRT
<213> Homo sapiens

<400> 739
¢ln Val Gln Leu Gln Gln Ser @Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Tyr Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp |
210 215 220 i

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 ' 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
. 245

<210> 740
<211> 249
<212> PRT
<213> Homo sapiens

<400> 740
His val Gln Leu Pro Gln Ala @Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

@ly Gly Ile Thr Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 : 60

cln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

ala Arg Ser Arg Asp Leu Leu Leu .Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 ) 190 ’

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Teu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 - 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240 .

Gly Gly Thr Glu Leu Thr val Leu Gly
245

864



WO 03/055979 PCT/US02/36496

<210> 741
<211> 249
<212> PRT
<213> Homo sapiens

| <400> 741 ,
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser

1 5 10 15

Ser Vval Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 .45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ’ 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Ser Phe
100 } 105 ’ 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 : 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 ) 170 ‘ 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 2301 - 235 240

Gly Gly Thr Glu Leu Thr val TLeu Gly
245

<210> 742
<211> 249
<212> PRT
<213> Homo sapiens

‘<400> 742 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser vVal Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Phe Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arxrg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Glu Met
100 ° 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 .

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Sexr Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gla Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 - 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 743
<211> 249
<212> PRT
<213> Homo sapiens

<400> 743 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Tle Pro Met Phe Gly Thr Alé Iys Tyr Ser Gln Asn Phe.
50 . 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 744
<211> 249
<212> PRT
<213> Homo sapiens

<400> 744
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15 ’

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30 -

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 o 15 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

868



WO 03/055979

Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

Thr

Iyr

225

val

<210>
<211>
<212>
<213>

Arg
Gly
Gly
130
Gln
Cys
Lys

Pro

Ala
210

Tyr

Gly

Ser Arg
100

Arg Gly
115

Gly Gly

Asp Pro

Gln Gly

Pro Gly

180

Ser Gly
195

Ser Leu

Cys Asn

Thr Glu

745
249
PRT
Homo sapiens

<400> 745

Gln
1

val

Gln Leu Gln

Asp

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

5

Ser Val Arg Val Ser

20

Leu

Met

Gly

Val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Leu

Val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

val

Leu

Thr

120

Gly

val

Arg

Val

Arg

200

Gly

Ser

Leu

Gln Ser Gly

Cys Lys Ala

Ala Ile Asn Trp Vél Arg Gln Ala

35

40

Phe

105

Val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ala

Ser
25

Pro

Pro His

Ser Ser

Ser Ala

Leu Gly

155

Tyr Tyr

170

val Ile

Ser Gly

Gln Ala

Gly Asn
235

His

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Ser

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Glu Val Lys Lys

10

Gly Gly Thr Phe

Gly Gln Gly Leu

869

45

Phe

110

Gly

Ser

val

Trp

Lys

190

Ser

Glu

Val

Pro

Asn
30

Glu
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Asp Leu

Gly Ser

Glu Leu

Arg Val

160

Tyr Gln

175

Asn Asn

Gly Asn

Ala Asp

Phe Gly
240

Gly Ser
15

Asn Asn

Trp Met
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn FPhe
50 55 60

- @Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ‘ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Leu Phe
- 100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
‘ 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . : 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 746
<211> 248
<212> PRT
<213> Homo sapiens

<400> 746 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15
‘ 870
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 : 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ) 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Met Ser Arg Asp Leu Leu Leu Phe Pro Leu Ser Pro Leu Val Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser .Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys‘Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln |
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
' 245 .
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<210> 747
<211> 249
<212> PRT
<213> Homo sapiens

<400> 747
Gln val Gln

1

Ser

Ala

Gly

Gln

65

Met

Ala

Trp

Gly

Thr

145

Thxr

Gln

Val
Ile
Gly

50
Gly
Glu
Arg
Gly
Gly
130
Gln
Cys

Lys

Pro

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser
195

Leu

val

20

Trp

Ile

val

Sexr

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Gln

5

Ser

Val

Pro

Ala

Ser

85

Asp

Thr

Sef

Ala

AsDp

165

Gln

Ile

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ser

Lys

Gln

Phe

55

Thr

Arg

Leu

val

Gly

135

Ser

Leu

Pro

Asp

Gly

Ala‘

Ala

40
Gly
Ala
Ser
Leu
Thr
120

Gly

val

val

Arg
200

Ala

sSer

25

Pro

Thr

Asp

Glu

Phe

105

Val

Gly

Ala

Ser

Leu

185

Phe

Glu

10

Gly

Gly

Ala

Glu

Asp

90

Pro

Ser

Ser

Leu

Tyxr
170

Val

Ser

872

val

Gly

Gln

Lys

Ser

75

Thr

His

Ser

Ala

Gly

155

Tyr

Thr

Gly

Lys
Thr
ély
TyT

60

Thr

Ala

Asp
Gly
Phe
140
Gln
Ala

Tyr

Ser

Lys

Phe

Leu

45

ser

Ser

val

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser
205

Pro

Asn
30

Glu

Gln

Thr

Tyr

Leu

110

Gly

Ser

val

Trp

Lys

150

Ser
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Gly Ser
15

Asn Asn

Trp Met

Asn Phe

Ala Ser
80

Tyr Cys
95

Gly Phe,

Gly Ser

Al

Glu Leu

Arg Val
160

Tyr Gln
175

Asn Asn

Gly Asn
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Gly Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 748
<211l> 249
<212> ‘PRT
<213> Homo sapiens

<400> 748
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 . 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30 .

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

‘Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Leu Leu Phe
100 ' 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gin
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ) 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 749
<211> 249
<212> PRT
<213> Homo sapiens

<400> 749
Gln Val Gln Leu Gln GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile. Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 . 55 60

@Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Alé Ser
65 70 75 - 80

Met Glu TLeu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ser Pro Leu Asn Pro
100 105 110 :

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 - 140 :

Thr Gin Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser His Tyr Ala Ser Trp Tyr Gln
165 170 175 :

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 750
<211> 249
<212> PRT
<213> Homo sapiens

<400> 750
" Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
' 35 40 45

Gly Gly Tle Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 . .80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
: 85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ser Pro Leu Asn Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 : : 120 - 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 4 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . . 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala AspA
210 ‘ 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245

<210> 751
<211> 249
<212> PRT
<213> Homo sapiens

<400> 751
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 ‘ 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 V 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

876
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Val Ser
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Asn Pro
100 105 110 '

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 - 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ‘ 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 .200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ‘ 220

Tyr Tyr Cys Asn Sér Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 752
<211> 249
<212> PRT
<213> Homo sapiens

<400> 752
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 1Q 15

877
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
: 20 . 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 ‘

Gln Gly Arg val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser}ﬁeu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr-Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 '

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser‘Trp Tyr Gln
165 ) 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Ser
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 ) 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ’ 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Asp
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 753
<211> 249
<212> PRT
<213> Homo sapiens

<400> 753
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 . 95

Ala Gly Ser Arg Asp Leu Leu Leu Phe Pro Lys His Pro Leu Arg Phe
100 ) 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 .

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Pro Ser Glu Leu
130 135 : 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
i 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

.Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 . 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 754
<211> 249
<212> PRT
<213> Homo sapiens

<400> 754
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn °
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Liys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 © 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Phe Pro
100 105 . 110

Trp Ser Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 ’

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 . : 155 160

Thr Cys Gln Gly Asp Sér Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
' 210 : 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 ) 230 . 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 755
<211> 249
<212> PRT
<213> Homo sapiens

<400> 755
Gln val Gln L.eu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txrp Met
35 ' 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Asp Pro
100 © 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Giy Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 ‘ 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 ) 230 235 240

Gly Gly Thr Glu Leu Thr val Leu -Gly
245

<210> 756
<211> 249
<212> PRT
<213> Homo sapiens

<400> 756
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 .5 ) 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gin Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 ) 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 _ 185. 190 )

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly'Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ' 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 757
<211> 249
<212> PRT
<213> Homo sapiens

<400> 757
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Sér Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 ‘ 30

Ala Ile Asn Txp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly

Gln
65

Met

Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

Thr

Tyr

225

Gly

<210>
<211>
<212>
<213>

Gly

50
Gly
Glu
Arg
Gly
Gly
130
Gln
Cys
Lys
Pro
Ala
210

Tyr

Gly

Ile

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr

758
249
PRT
Homo sapiens

<400> 758
Gln val Gln Leu Gln

1

Ile
val
Ser
Arg
100
Gly
Gly
Pro
Gly
Gly
180
Gly
Leu

Asn

Glu

Pro

Ala

Ser

85

AsD

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

5

Met

Ile

70

Leu

Leu

Met

Gly

vVal

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Phe

55

Thr

Arg

Leu

val

Gly

135

Ser

Leu

Pxro

Asp

Thr

215

Asp

val

Gly

Ala

Ser

Leu

Thr

120

Gly

val

Arg

Val

Arg

200

Gly

Ser

Leu

Thr

AsSp

Glu

Phe

105

val

Gly

Ala

Sert

Leu

185

Phe

Ala

Ser

Gly

Ala

Glu

Asp

20

Pro

Ser

Ser

Leu

Tyr

170

Val

Ser

Gln

Gly

Lys

Ser

75

Thr

Ser

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

Tyr

60

Thr

Ala

Ala

Gly

Phe

140

Gln

Ala

VY

Ser

Glu

220

His

Ser

Ser

val

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Gln

Thr

Tyr

Leu

110

Gly

Ser

Ala

Trp

Lys

190

Ser

Glu

Val

PCT/US02/36496

Asn Phe

Ala Ser
80

Tyr Cys
95

Ser Pro
Gly Ser
Glu Leu
Arg Val

160
Tyr Gln
175
Asn Asn
Gly Asn

Ala Asp

Phe Gly
240

Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

10
884

15



WO 03/055979 PCT/US02/36496

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Sexr Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 . 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 i 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 759
<211> 249
<212> PRT
<213> Homo sapiens

<400> 759
Giln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 : 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg vVal Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 . 90 . 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Glu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 © 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Tré Tyr Gln
165 170 175

"

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

" Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195. 200 i 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Giln Ala Glu Asp Glu Ala Asp
210 215 220

1

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Met Phe Gly
225 230 - 235 2490

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 760
<211> 249
<212> PRT
<213> Homo sapiens

<400> 760 :
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
) 20 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg vVal Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 . : 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ala Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 -

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
. 245

<210> 761
<211> 249
<212> PRT
<213> Homo sapiens

<400> 761 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 - 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 . 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Tle Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Phe Asp Ala
100 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125 :
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 ‘ 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 762

<211> 249

<212> PRT )
<213> Homo sapilens

<400> 762 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 ) 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Arg Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr Vval Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ) 140

Thr Gln Asp Pro Ala Val Ser vVal Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Aia Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 :

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Asp
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly Y
© 245

<210> 763
<211> 249
<212> PRT
<213> Homo sapiens

<400> 763 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys.Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30 -

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 : 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Phe
65 70 : 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
: 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asp Ala Pro Leu Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 - 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 -135 140

Thr Gln Asp Pro Ala Vel Ser.Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 s 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 : 185 190

Arg Pro Ser Gly Ile Pro Gly Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 764 '
<211> 249

<212> PRT

<213> Homo sapiens

<400> 764
Gln val G1n4Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15
891 '
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser GIln Asn Phe
50 55 60

Gln Gly Arg val Ala TIle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 - 90’ 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ' 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 , 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 -+ 215 220

Tyr Tyr Cys Asn Ser Arg Aép Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 : 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 765
<211> 249
<212> PRT
<213> Homo sapiens

<400> 765
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 '

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Sexr
65 ©70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
' 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Giy Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 . 150 155 ’ - 160

Thr Cys Gln Gly Asp‘Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
. 165 170 175

Gln Lys Pro Gly Gln Ala Pro vVal Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 '
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 '

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 766
<211> 249
<212> PRT
<213> Homo sapiens

<400> 766
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 - 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Fhe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly Thr Ala Sexr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 - 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Pro Leu Thr Phe
100 105 110

Trp Gly Trp Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Vval Ala Leu Gly Gln Thr val Arg Val
145 150 ‘ 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 ’ 170 k 175

894
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Gln Lys Pro Gly

180

Arg Pro Ser Gly

195

Thr Ala Ser Leu

210

Tyr Tyr Cys Asn

225

Gly Gly Thr Glu

<210> 767
<211> 249
<212> PRT .
<213> Homo sapiens

<400> 767
Gln val Gln Leu

1

Ser val

Ala Ile

Gly Gly

50

Gln Gly
65
Met Glu

Ala Arg

‘ Trp Gly

Arg

Asn

35

Ile

Arg

Leu

Ser

Trp
115

val

20

Trp

Ile

val

Ser

Arg

100

Gly

Gln

Ile

Thr

Ser

Leu
245

Gln

5

ser

vVal

Pro

Ala

Ser

85

Asp

Thr

ala

Pro

Ile

Arg

230

Thr

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Pro

Asp

Thr

215

Asp

Val

Ser

Lys

Gln

Phe

55

Thr

Arg

Leu

Val

val
Arg
200
Gly

Ser

Leu

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr
120

Leu

185

Phe

Ala

Ser

Gly

Ala

Ser

25

Pro

Thr

Asp

Glu

Phe

105

Val

val

Ser

Gln

Gly

Glu

10

Gly

Gly

Ala

Glu

Asp

90

Pro

Ser

895

Ile

Gly

Ala

Ser
235

val

Gly

Gln

Lys

Ser

75

Thr

His

Ser

Tyr

Ser

Glu

220

His

Lys

Thr

Gly

Ty

60

Thr

Ala

His

Gly

Gly

Ser

205

Asp

Trp

Lys

Phe

Leu

45

Ser

Gly

Val

Pro

Gly
125

Lys

190

Ser

Glu

val

Pro

Asn

30

Glu

Gln

Thr

TYyxY

Leu

110

Gly

PCT/US02/36496

Asn Asn

Gly Asn

Ala Asp

Phe Gly
240

Gly Ser
15

Asn Asn

Trp Met

Asn Phe

Ala Ser

80

Tyr Cys
95

Thr Phe

Gly Ser
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ) 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 768
<211> 249
<212> PRT
<213> Homo sapiens

<400> 768
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 . 25 30

Ala Ile Asn Trxp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

896
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu His Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 769
<211> 249
<212> PRT
<213> Homo sapiens

<4dO> 769

Gln val Gln Leu Gln.Gln Ser Gly Ala Glu val Lys Lys Pro Gly Serxr

1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 : 40 45 ’
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr aAla Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ala Pro Leu Asn Pro
100 105 . 110 ‘ -

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly 2Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asﬁ Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
' 245

<210> 770
<211> 249
<212> PRT
<213> Homo sapiens

<400> 770 ' )
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

898
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Ser Val Arxrg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 . 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn FPhe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr"Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln 2Ala Pro vVal Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp.Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 771
<211> 249
<212> PRT
<213> Homo sapiens

<220>

<221> Site

<222> (26)

<223> Xaa equals any of the naturally occurring L-amino acids
<220> :
<221> Site !
<222> (31)

<223> Xaa equalgs any of the naturally occurring L-amino acids

<400> 771
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Xaa Gly Thr Phe Ser Xaa Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 =75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 : 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ser Pro Leu Asn Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr vVal Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175 ’
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 772
<211> 249
<212> 'BPRT
<213> Homo sapilens

<400> 772
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 _ 70 & 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 ©120 125

901
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ) 135 1490

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 ) 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser His Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 »

Thr Ala Ser Leu Thr TIle Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr vVal Leu Gly
. 245 .

<210> 773

<211> 249 -
<212> PRT

<213> Homo sapiens

<400> 773
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg vVal Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Gly Ser
65 _ 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ’ 90 95

902
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Ala Arg

Trp Gly

Gly Gly
130

Thr Gln
145

Thr Cys

Gln Lys

Arg Pro

Thr Ala
210

Tyr Tyr
225

Gly Gly

Ser

Arg

115

Gly

AsSp

Gln

Pro

Ser

195

Ser

Cys.

Thr

<210> 774
<211> 249
<212> PRT
<213> Homo sapiens

<400> 774
Gln val Gln Leu Gln Gln Ser Gly Ala

1

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Asp

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

5

Leu
Met
Qly
val
150
Ser
Ala
Pro
Ile
Arg

230

Thr

Leu Leu

vVal Thr
120

Gly Gly
135

Ser Val

Leu Arg

Pro Val

Asp Arg

200

Thr Gly
215

Asp Ser

vVal Leu

Phe

105

val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Pro

Ser

Ser

Leu

Tyr

170

val

Ser

Gln

Gly

Glu
10

His

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

His

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

PCT/US02/36496

Ser Phe Asp Leu

Gly
125
Ser
Thr
Ser
Gly
Ser
205

Asp

Trp

110

Gly

Ser

val

Trp

Lys

190

Ser

Glu

Val

Gly Ser

Glu Leu

Arg Vval
160

Tyr Gln

175

Asn Asn

Gly Asn

Ala Asp

Phe Gly
240

val Lys Lys Pro Gly Ser

15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn

20

Ala Ile Asn Trp Val

35

25

Arg Gln Ala Pro

40

Gly

903

30

Gln Gly Leu Glu Trp Met

45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ) 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln His Gly Leu Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Sexr Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 © 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 ' 150 155 ] 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 '

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 775
<211> 249
<212> PRT
<213> Homo sapiens

<400> 775
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

904
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Ser vVal Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 © 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ' 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 , 140 -

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Val Tyr Gly Lys Asn Asn
180 185 150

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
©195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly .
245
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<210> 778
<211> 249
<212> PRT
<213> Homo sapiens

<400> 776
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg vVal Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 - 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 ' 60

Gln Gly Arg Val Ala Ile Thr Glu Asp Glu Ser Thr Ser Thr Val Ser
65 70 75 . 80

Met Glu Leu Ser Asn Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 _ 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 » 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 ) 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 , 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 777
<211> 249
<212> PRT
<213> Homo sapiens

<400> 777 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser vVal Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Glh Gly Arg‘Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 - 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu His Pro
100 : 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Gly Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala TLeu Gly Gln Thr val Arg Vval
145 150 . 155 , 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Thr Ala Asp
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Pro Glu Asp Glu Ala Asp
210 215 : 220

Tyr Tyr Cys Ser Ser Arg His Ser Ser Gly Ser His Arg val Phe val
225 230 235 240

Gly Gly Thr Asp Gln Thr vVal Leu Gly
245 -

<210> 778
<211> 250
<212> PRT
<213> Homo sapiens

<400> 778
Giln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 -5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Ala Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110

Trp Gly 2rg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 . 155 . 160

Thr Cys Gln Gly Asp Ser Leu Axg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ) 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Phe Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu His His Asn Trp Gly Phe Arg Arg Lys Met Arg Leu
210 215 220 -

Thr Ile Thr Val Thr Pro Gly Thr Ala Val val Thr His Gly Leu Phe
225 . 230 235 240

Gly Gly Gly Thr Glu Leu Thr Val Leu Gly
245 250

<210> 779
<211> 249
<212> PRT
<213> Homo sapiens

~<400> 779
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txrp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thxr Ser Thr Ala Ser
65 70 75 v 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

909
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ala Arg Ser Arg Tyr Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly Ser
115 ‘ 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly 2la Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
' 245

<210> 780
<211> 249
<212> PRT
<213> Homo sapiens

<400> 780 _
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
20 25 30

- Ala TIle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 v 40 ' 45

910
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Sér Thr Ala Ser
65 70 .75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu -Phe Pro Arg Ala Pro Leu Tyr Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly 2Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220 '

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 781
<211> 249.
<212> PRT
<213> Homo sapiens

<400> 781
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

911
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Ser
Ala
Gly
Gln

65
Met
Ala
Trp
Gly
Thr
145
Thr
Gln
Arg
Thr
Tyr
225

Gly

val

Ile

Gly

50

Gly

Glu

Arg

Gly

Gly

130

Gln

Cys

Lys

Pro

Ala

210

Tyr

Gly

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr

val

20

Trp

Ile

Val

Ser

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Ser

val

Pro

Ala

Ser

85

Asp

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Lys

Gln

Phe

55

Thr

Arg

Leu

val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

AsSp

val

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr

120

Gly

vVal

Arg

val

Arg

200

Gly

Ser

Leu

Ser

25

Pro

Thr

Asp

Glu

Phe

105

Val

Gly

Gly

Ala

Glu

Asp

90

Pro

Ser

Gly Ser

Ala

Ser

Leu

185

Phe

Ala

Sexr

Gly

Leu

Tyr

170

val

Ser

Gln

Gly

912

Gly

Gln

Lys

Ser

75

Thr

Lys

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

Thr

Gly

VY

60

Thr

Ala

Ala

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220 .

His

Phe

Leu

45

Ser

Ser

val

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Asn

30

Glu

Gln

Thr

Tyr

Leu

110

Gly

Ser

Val

Trp

Lys

190

Ser

Glu

Val

PCT/US02/36496

Asn Asn

Trp Met

Asn Phe

Ala Ser
80

Tyr Cys
95

Asp Phe
Gly Ser
Glu Leu
Arg Val

160
Tyr Gln
175
Asn Asn
Gly Asn

Alza Asp

Phe Gly
240
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<210> 782
<211> 248
<212> PRT
<213> Homo sapiens

<400> 782
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr val Ala Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Tyr Leu Leu Leu Phe Pro Gln His Gly Phe Asp Ala
100 105 110

Trp Gly Arg Trp Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 . 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ) 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Afg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 » 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ‘ 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn .
195 200 205

a13
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Ser Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 . 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 783
<211> 249
<212> PRT
<213> Homo sapiens

<400> 783 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Leu Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Trp Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr vVal Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

914
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Gln Lys Pro Gly Gln Ala Pro Vval Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 784
<211> 249
<212> PRT
<213> Homo sapiens

<400> 784
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 :

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 ' 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

‘Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Glu Pro Leu Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

915
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyvr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr vVal Leu Gly
245

<210> 785
<211> 249
<212> PRT
<213> Homo sapiens

<400> 785
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 . 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

[

Ala Ile Asn Trp Val Arg Glan Ala Pro Gly Gln Gly Leu Glu Trp Met
: 35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

85 90 95
916 -

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Pro Leu Glu Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Sexr Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205"

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Vel Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 786
<211> 249
<212> PRT
<213> Homo sapiens

<400> 786
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

y

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

917 . .
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Gly Phe Asp Ala
100 105 . 110,

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ser Tyr Gly Lys Ile Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Sexr Ser Ser Gly Asn
. 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 787
<211> 249
<212> PRT
<213> Homo sapiens

<400> 787
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

918
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 . 95 '

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyxr Tyr‘Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Asn Asn Asn
180 185 190

Arg Pro Sexr Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

919
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<210> 788
<211> 249
<212> PRT
<213> Homo sapiens

<400> 788
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 : 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Ser Leu Leu Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ' 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 ' 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 : 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 ’

920
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 ] 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 789
<211> 249
<212> PRT
<213> Homo sapiens

<400> 789
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Liys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 ’ 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ‘ 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Pro Leu Gln Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 ) 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 " 150 . 155 160

Thr Cys Gln Gly 2Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

921.
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ) 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Gly Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 790
<211> 249
<212> PRT
<213> Homo sapiens

<400> 790 :
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 : 10, 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
- 35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 - 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125

922
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val His Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 ’ 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly )
245

<210> 791
<211> 249
<212> PRT
<213> Homo sapiens

<400> 791
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg vVal Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ’ 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 - 95

923
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe -
100 105 110

Trp Gly Arg Gly Thr Met Val .Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 : 140

Thr Gln Asp Pro Ala Val Ser Val Ala Léu Gly Gln Thr Vval Arg Val
145 150 : 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Lieu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Cys Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
' 245

<210> 792
<211> 249
<212> PRT
<213> Homo sapiens

<400> 792
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30 .

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

924
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Gly Gly Ile

Gln

65

Met

Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

Ala

Tyr

225

Gly

<210>
<211>
<212>
<213>

<400>

50

Gly

Glu

Arg

Gly

Gly

130

Gln

Cys

Lys

Pro

Ala
210

Tyr

Gly

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr

793
249
PRT
Homo sapiens

793

Ile

val

Ser

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Pro

Ala

Ser

85

Asp

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

Gln Val Gln Leu Gln

1

5

Met

Ile

70

Leu

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Phe

55

Thr

Arg

Leu

Val

Gly
135

Ser

Leu

Pro

AsSp

Thr

215

Asp

val

Gly

Ala

Ser

Leu

Thr

120

Gly

val

Arg

val

Arg

200

Gly

Ser

Leu

Thr Ala

Asp Glu

Glu Asp

90

Phe Pro

105

val Ser

Gly Ser

Ala Leu

Ser Tyr

170

Leu Val

185

Phe Ser

Ala Gln

Ser Gly

Gly

Lys

Ser

75

Thr

His

Ser

Ala

Gly

155

Tyx

Ile

Gly

Ala

Asn
235

YT

60

Thr

Ala

His

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Ser

Ser

Val

Ser

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Gln

Thr

TYyr

Phe

110

Gly

Ser

Val

Trp

Lys

190

Ser

Glu

val

PCT/US02/36496

Asn Phe

Ala Ser
80

Tyr Cys

95

Asp Leu

Gly Ser

Glu Leu

Arg Val

160

Tyr Gln

175

Asn Asn

Gly Asn

Ala Asp

Phe Gly
240

Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

10
925
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 ’

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 :

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Thr Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro vVal Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
: 245
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<210> 794
<211> 249
<212> PRT
<213> Homo sapiens

<400> 794
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Gly Phe Asp Ala
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ‘ 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ser Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Axrg Phe Ser Gly Ser Ser Ser Gly Asn
‘ 195 200 205

927
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 795
<211> 249
<212> PRT
" <213> Homo sapiens

<400> 795
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro\Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr val Ser Gly Gly Gly Gly Gly Ser
115 120 125

Gly Gl? Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val ala Leu Gly Gln Thr vVal Arg Val
145 150 155 ‘ 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 - 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 ‘ 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp - -Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 T 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 796

<211> 249

<212> PRT )
<213> Homo sapiens

<400> 796
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 .

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55° 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Gly Met Asp Val
100 105 . 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu

3

130 135 140

Thr Gln Ala Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 . 220 .

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 797
<211> 249
<212> PRT
<213> Homo sapiens

<400> 797
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu .val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln 2Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 ' 95
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ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Ph& Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ’ 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ' 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 ‘l6Q

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Val Arg Phe Ser Gly Ser Ser Ser Gly Thr
195 200 ' 205

Ala Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 »240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210>. 798
<211> 249
<212> PRT
<213> Homc sapiens

<400> 798
@Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
' 20 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly
Gln

65
Met
Ala
Trp
Gly
Thr
145
Thr
Gln
Aryg
Thr
TyxY
225

Gly

Gly
50

Gly

Glu

arg

Gly

Gly

130

Gln

Cys

Lys

Pro

Ala

210

Tyr

Gly

;le

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser

195

sexr

Cys

Thr

<210> 799
<211> 249
<212> PRT
<213> Homo sapiens

<400> 799
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1

Ile

val

Ser

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

AsSn

Glu

Pro

Ala

Ser

85

Asp

Thr

Ser

Ala

AsSp

165

Gln

Ile

Thr

Sexr

Met
Ile

70
Leu
Leu
Met
Gly
val
150
Ser
Ala
Pro

Ile

Arg
230

Phe

55

Thr

Arg

Leu

val

Gly

135

Ser

Leu

Pro

ASp

Thr

215

Asp

Leu Thr val

245

5

Gly

Ala

Ser

Leu

Thr

120

Gly

val

Arg

val

Axrg

200

Gly

Ser

Leu

Thr

AsSp

Glu

Phe

105

val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ala
Glu
AsSp

90
Pro
Ser
Sexr
Leu
YT
170
val
Ser
Gln

Gly

10

932

Lys
Ser

75
Thr
His
Ser
Ala
Gly
155
Tyr
Tle
Gly

Ala

Ser
235

Tyr

60
Thr
Ala
Tyr
Gly
Phe
140
Gln
Ala
Tyr
Ser
Glu

220

His

Ser

Ser

val

Ser

Gly

125

Ser

Thr

Ser

Gly

Ser

205

ASD

Trp

Gln

Thr

Tyr

Leu

110

Gly

Ser

val.

Trp

Lys

190

Ser

Glu

vVal
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Asn Phe

Ala Ser

80

Tvr Cys

Val Leu

Gly Ser

Glu Leu

Arg Val

160

Tyr Gln

175

Asn Asn

Gly Asn

Ala Asp

Phe Gly
240

15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile 2asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tvr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ’ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Glu Pro Leu. Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ‘ 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Vval Ala Leu Gly Gln Thr Val Arg Val
145 : 150 ~ 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys f’ro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 1590

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr .Cys Asn Ser Arg Asp Arg Ser Gly Asn His Trp vVal Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr vVal Leu Gly
245
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1

<210> 800
<211> 249
<212> PRT
<213> Homo sapiens

<400> 800
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30 -

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 a5 .

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asﬁ Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

"Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Glu Ser Phe Ser Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 ¢ 125

Gly Gly Gly Gly Ser Gly Gly Gly Gl? Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vél
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ° 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 801
<211> 249
<212> PRT
<213> Homo sapiens

<400> 801 :
Gln Val Gln Leu Gln Gln Pro -Gly Ala Glu Val Lys Lys Pro Gly Ser
1 . .5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Lys Ala Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 ‘

Thr Gln Asp Arg Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 ’ 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr G@lu Leu Thr Val Leu Gly
245

<210> 802
<211l> 249
<212> PRT
<213> Homo sapilens

<400> 802
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 : 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Phe .
65 70 75 o 80

- Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 © 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Ser Phe Phe Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ‘ 120 125
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Gly Gly Gly Gly Ser
130

3

Thr Gln Asp Pro Ala

145

Thr Cvys Gln Gly Asp

165

Gln Lys Pro Gly Gln

180

Arg Pro Ser Gly Ile

195

Thr Ala Ser Leu Thr

2

10

Tyr Tyr Cys Asn Ser

225

Gly G

<210>
<211>
<21l2>
<213>

<400>

ly Thr Glu Leu
245

803
249
PRT
Homo sapiens

803

Gln Vval Gln Leu Gln

1

5

Ser Val Arg Val Ser

Ala I

20

le Asn Trp Val
35

Gly Gly Ile Ile Pro

50

Gln Gly Arg Val Ala

65

Met Glu Leu Ile Ser

85

Gly

vVal
150

Ser

Ala
?ro
Ile
Arg

230

Thr

Gln
Cys
Arg
Met
Ile

70

Leu

Gly
135
Ser
Leu
Pro
Asp
Thr
215

Asb

Ser
Lys
Gln
Phe

55

Thr

Arg

Gly
val
Arg
Val
Arg
200
Gly

Ser

Leu

Gly
Ala
Ala

40
Gly

Ala

Ser

Gly
Ala
Ser
Leu
185
Phe
Ala
Ser

Gly

Ala
Ser

25
Pro
Thr

Asp

Glu

Ser

Leu

Tyr

170

Val

Ser

Gln

Gly

Glu

10

Gly

Gly

Ala

Glu

Asp
S0

937

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

val

Gly

Gln

Lys

Ser

75

Thr

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Lys

Thr

Gly

Tyr

60

Thr

Ala

Ser

Thxr-

Ser

Gly

Ser

205

Asp

Trp

Lys

Phe

Leu

45

Ser

Ser

val

Ser

val

Trp

Lys

190

Ser

Glu

Val

Pro

Asn

30

Glu

Gln

Thr

Tyr

Glu
Arg
TyY
175
Asn
Gly

Ala

Phe

Gly

15
Asn
Trp
Asn
Ala

Tyr
95
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Leu

val

160

Gln

Asn

Asn

Asp

Gly
240

Ser

Asn

Met

Phe

Ser

80

Cys
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Vval Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 ’

Thr Gln Asp Arg Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val
145 ' 150 155 160

Thr Cys Gln Gly Asp Ser Leu Aré Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195" 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Léu Thr Val Leu Gly
245

<210> 804
<211> 249
<212> PRT
<213> Homo sapilens

<400> 804 .
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr 2Ala Lys Tyr Ser Gln Asn Phe

3

50 55 . 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 A 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ala Leu Asp Val
100 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser.Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 : 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185. ’ 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 805
<211> 249
<212> PRT
<213> Homo sapiens

<400> 805 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg vVal Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly'Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Gln Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ' 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 - 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
- 100 : 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Sexr Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
‘ 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Iie_Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn.
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 - 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245
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N

<210> 806
<211> 249
<212> PRT
<213> Homo sapiens

<400> 806
Gln Val Gln Leu Gln

1

Ser val

Ala Tle

Gly Gly
50

Gln Gly
65

Met Glu

Ala Arg

Trp Gly

Gly Gly

130

Thr Gln

145

Thr Cys

Gln Lys

.Arg Pro

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser
195

val

20

Trp

Ile

val

Ser

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

5

Ser

val

Pro

Ala

Ser

85

TyTr

Thr

Ser

Ala

Asp

165

Gln

Ile

Gln
Cys
Arg
Met
Tle

70
Leu
Leu
Met
Gly
val
150
Ser

Ala

Pro

Ser

Lys

Gln

Phe
55

Thr

Arg

Leu

Cys

Gly

135

Ser

Leu

Pro

Asp

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr

120

Gly

val

Arg

val

ATg
200

Ala
Ser

25
Pro
Thr
Asp
Glu
Phe
105
val
Gly
Ala
Ser
Leu

185

Phe

Glu

10

Gly

Gly

Ala

' Glu

AsSD

90
Pro
Ser
Ser
Leu
TYyTY
170

val

Ser

041

val

Gly

Gln

Lys

Ser

Thr

Asp

Ser

Ala

Gly

155

Tyr

Ile

Gly

Lys

Thr

Gly

Tyr

60

Thr

Ala

His

Gly

Phe

140

Gln

Tyr

Ser

Lys
Phe
Leu

45
Ser
Ser
val
Ser
Gly
125
Ser
Thr
Ser
Gly

Ser
205

Pro

Asn

30

Glu

Gln

Thr

Tyr

Phe

110

Gly

Ser

Val

Trp

Lys

190

Ser

Gly

15
Asn
Trp
Asn
aAla
Tyr

95
Asp
Gly
Glu
Arg
Tyxr
175

Asn

Gly
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Ser

Asn

Met

Phe

Ser

80

Cys

Leu

Ser

Leu

val

160

Gln

Asn

Asn
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Thr Ala Ser Leu Thr

210

3

Tyr Tyr Cys Asn Ser

225

Gly Gly Thr Glu Leu

<210> 807
<211> 249
<212> PRT
<213> Homo sapiens

<400> 807
Gln Val Gln

1

Ser

Gly
Gln

65
Met
Ala
Trp
Gly
Thr
145

Thr

val

Ile

Gly

50

Gly

Glu

Arg

Gly

Gly

130

Gln

Cys

Arg
Asn

35
Ile
Arg
Leu

Ser

Arg

115.

Gly

Asp

Gln

Leu

Val

20

Trp

Ile

val

Ser

Arg

100

Gly

Gly

Pro

Gly

245

Gln
5
Ser
Vai
Pro
Ala
Ser
85
ASp
Thyr
Ser

Ala

ASDp
165

Ile
Arg

230

Thr

Gln

Cys

Arg

Met

Ile
70

b
Leu

Leu

Met

Gly

val

150

Ser
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Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp

215

Asp

val

Ser

Lys

Gln

Phe

55

Thr

Arg

Leu

Val

Gly

135

Ser

Leu

220

Ser Ser Gly Asn His Trp Val Phe Gly

Leu

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr

120

Gly

val

Arg

Gly

Ala

Ser

25

Pro

Thr

Asp

Glu

Phe

105

val

Gly

Ala

AYg

Glu

10

Gly

Gly

Ala

Glu

AsSD

Pro

Ser

Ser

Leu

Yaae
170

942

235

val

Gly

Gln

Lys

Ser

75

Thr

His

Ser

Ala

Gly

155

TyY

Lys

Thr

Gly

TVY

60

Thr

Ala

yxr

Gly

Phe

140

Gln

Ala

Lys

Phe

Leu

45
Ser
Ser
val
Pro
Gly
125
Sexr

Thx

ser

Pro
Asn

30
Glu
Gln
Thir
TYyT
Leu
110
Gly
Ser
val

Trp

Gly

15

Asn

Trp

Asn

Ala

Tyr

95

Leu

Gly

Glu

Arg

Tyr
175

240

Ser

Asn

Met

Phe

Ser

80

Cys

Phe

Ser

Leu

val

160

Gln
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Gln Lys

Arg Pro

Thr 2la
210

Tyr Tyr

225

Gly Gly

Pro

Ser

195

Ser

Cvys

Thr

<210> 808
<211> 249
<212> PRT
<213> Homo saplens

<400> 808

Gln Val
1

Ser Val
Ala Ile
Gly Gly

50

Gln Gly
65
Met Glu

Ala Arg

Trp Gly

Gln

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg
115

Gly

180

Gly

Leu

Asn

Glu

Leu

val
20

Trp-

Tle

Val

Ser

Arg

100

Gly

Gln

Ile

Thr

Ser

Leu
245

Gln

5

Ser

val

Pro

Ala

Ser

85

Asp

Thr

Ala

Pro

Ile

Arg

230

Thr

Gln

cys

Arg

Met

Ile

70

Leu

Leu

Met

Pro
ASD
Thr
215

Asp

vVal

Ser

Lys

Gln

Phe

55

Thr

ATY

Leu

val

val

Arg

200

Gly

sSer

Leu

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr
120

Leu
185
Phe
Ala

Sex

Gly

Ala
Ser

25
Pro
Thr
Asp
Glu
Phe
105

val

val

Ser

Gln

Gly

Glu

10
Gly
Gly
Ala
Glu
Asp

90

Pro

Ser

- 943

Ile

Gly

Ala

Ser

235

val

Gly

Gln

Lys

Ser

75

Thr

His

Ser

Tyr

Ser

Glu

220

His

Lys

Thr

Gly

Tvr

60

Thr

Ala

His

Gly

Gly
Ser
205

AsSp

Trp

Lys
Phe
Leu

45
Ser
Ser
val

Ser

Gly
125

Lys

190

Ser

Glu

val

Pro

Asn
30

‘Glu

Gln
Thr
TYr
Phe

110

Gly

Sex

Gly

Ala

Phe

Gly

Asn

Txp

Asn

Ala

Tyr

Asp

Gly
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Asn

Asn

Asp

Gly

240

Ser

Asn

Met

Phe

Ser

80

Cys

Leu
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Gly Gly §ly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 . 140

Thr Gln Asp Pro Ala Val Ser Val 2ala Leu Gly Gln Thr Val Arg Val
145 . 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Ser
180 185 190 .

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 S 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 809
<211> 249
<212> PRT
<213> Homo sapiens

<400> 809 )
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
20 25 30

Ala Ile Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 ' 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Tyr Pro
100 105 110

Trp -Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
‘ 210 215 220

Tyr Tyr Cys Asn Tyr Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 810
<211> 248
<212> PRT
<213> Homo sapliens

<400> 810
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Glm Gly Leu Glu Trp Met
35 40 45
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Gly

Gln

65

Met

Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

Ala

Tyr
225

Gly

Gly Ile
50 °

Gly Arg
Glu Leu
Arg Ser

Gly Arg
115

Gly Gly
130

Gln Asp
Cys Gln
Lys Pro
Pro Ser

195

Ala Ser
210

Tyr Cys

Gly Thr

<210> 811
<211> 249
<212> PRT

<213>

<400> 811
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro-Gly Ser

1

Ile
val
Ser
Arg
100
Gly
Gly
Pro
Gly
Gly
180
Gly
Leu

Asn

Glu

Pro

Ala

Ser

85

Tyr

Thr

Ser

Ala

AsSp

165

Gln

Ile

Thr

Ser

Leu
245

Homo sapiens

5

Met

Ile

70

Leu

Leu

Met

Gly

val

150

Ser

ala

Pro

Ile

Arg

230

Thr

Phe

55

Thr

Arg

Leu

Val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

ASD

val

ély
Ala
Ser
Leu
Thr

120

Gly

Val

Arg

val

Arg

200

Gly

Ser

Leu

Thr

Asp

Glu

Phe

105

val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ala

Glu

Asp

Pro

Ser

Ser

Leu

Tyr

170

Val

Ser

Gln

Gly

10

946

Lys
Ser

75
Thr
His
Ser
Ala
Gly
155

Ty

Ile

Ala

Asn
235

Tyr

60
Thr
Ala
His
Gly
Phe
140
Gln
Ala
YT
Ser
Glu

220

His

Ser

Ser

val

Ser

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Gln
Thr
Tyr
Phe
110
Gly
Ser
val
Trp
Lys
190
Ser

Glu

val

Asn

Ala

vr

Asp

Gly

Glu

Arg

Tyr

175

Asn

Gly

Ala

Phe

15
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Phe

Ser

80

Cys

Leu

Ser

Leu

val

160

Gln

Asn

Asn

Asp

Gly
240
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 :

" @ln Gly Arg val ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 ‘ 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly.Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Ser Asn
180 185~ 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Sér‘Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 ' 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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3

<210> 812

<211>
<212>
<213>

249
PRT
Homo sapilens

<400> 812
Gln val Gln

1

Ser

Ala

Gly

Gln

65

Met

Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

val

Gly

50

Gly

Glu

Arg

Gly

Gly

130

Gln

Cys

Lys

Pro

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser‘

195

Leu

Val

20

Trp

Ile

val

Ser

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Gln
5

Ser

Val

Pro

Ala

Ser

85

Asp

Thr

Ser

Ala

Asp

165

Gln

Ile

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ser

Lys

Gln

Phe

55

Thr

Leu

val

Gly

135

Ser

Leu

Pro

Asp

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr

120

Gly

val

Arg

val

Arg
200

Ser

Ser

25

Pro

Thr

Asp

Glu

Phe

105

vVal

Gly

Ala

Ser

Leu

185

Phe

Glu

10

Gly

Gly

Ala

Glu

Asp

90

Pro

Ser

Ser

Leu

Tyr

170

val

Ser

948

Val

Gly

Gln

Lys

ser

75

Thr

His

Ser

Ala

Gly

155

Tyr

Ile

Gly

Lys
Thr
Gly
Tyxr

60
Thr
Ala
His
Gly
Phe
140
Gln
Ala

TYyr

Ser

Lys

Phe

Leu

45

Ser

Ser

val

Ser

Gly

125

Ser

Thr

Ser

Gly

Ser
205

Pro

Asn

30

Glu

Gln

Thr

Tyr

Phe

110

Gly

Ser

val

Trp

Lys

190

Ser

Gly
15

Asn

Trp

Asn

Ala

Tvr
95

'Asp

Gly

Glu

Arg

Tvyr

175

Asn

Gly
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Ser
Asn
Met
Phe'
Ser

80
Cys
Thr
Ser
Leu
val
160
Gln

Asn

Asn
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Thr

yr
225

Gly

<210>
<211>
<212>
<213>

Ala
210

YT

Gly

Ser Leu Thr

Cys Asn Ser

Thr Glu Leu

813
249
PRT
Homo sapiens

<400> 813
Gln Val Gln Leu Gln

1

Ser

Ala

Gly

Gln

65

Met

Ala

Trp

Gly

Thr

145

Thr

val

Ile

Gly

50

Gly

Glu

Arg

Gly

Gly

130

Gln

Cys

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg-

115

Gly

Asp

Gln

val

20

Trp

Ile

val

Ser

Arg

100

Gly

Gly

Pro

Gly

245

5

Ser

val

Pro

Ala

Ser

85

Asp

Thr

Ser

ala

Aép
165

Ile
Arg

230

Thr

Gln
Cy§
Axrg
Met
Ile

70
Leu
Leu
Met
Gly
val

150

Ser

Thr
215

Asp

val

Ser
Lys
Gln
Phe

55
Thix
Arg
Leu
val
Gly
135

Ser

Leu
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Gly Ala Gln Ala Glu Asp Glu Ala Asp

220

Ser Ser Gly Asn His Trp Val Phe Gly

Leu

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr

120

Gly

val

Arg

Gly

Ala Glu
10

Ser Gly
25

Pro Gly

Thr Ala

Asp Glu

Glu Asp

90

Phe Pro
105

Val Ser

Gly Ser

Ala Leu

Arg Tyr
170

949

235

val

Gly

Gln

Lys

Ser

75

Thr

His

Ser

Ala

Gly

155

VT

Lys Lys

Thr Phe

Gly Leu
45

Tyr Ser
60

Thr Sexr
Ala Val
Tyr Pro
Gly Gly

1125

Phe Ser
140

Gln Thr

Ala Ser

Pro

Asn

30

Glu

Gln

Thr

TyT

Leu

110

Gly

Ser

val

Trp

Gly

15

Asn

Trp

Asn

Asp

TYY

95

Leu

Gly

Glu

Arg

Tvyr
175

240

Ser

Asn

Met

Phe

VY

80

Cys

Phe

Ser

Leu

Val

160

Gln
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Gln

Arg

Thr

Tyr

225

Gly

<210>
<211>
<212>
<213>

Lys

Pro

Ala

210

Tyr

Gly

Pro

Ser

185

Ser

Cys

Thr

814
249
PRT
Homo sapiens

<400> 814
Gln Val Gln Leu Gln

1

Ser

Ala

Gly

Gln

65

Met

Ala

Trp

val

Ile

Gly

50

Gly

Glu

Arg

Gly

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg
115

Gly

180

Gly

Leu

Asn

Glu

Val
20

Trp

Val

Ser

Arg

100

Gly

Gln

Ile

Thr

Ser

Leu

.245

5

Ser

Val

Pro

Ala

Ser

85

AsSp

Thr

Ala

Pro

Ile

Arg

230

Thr

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Pro

Asp

Thr

215

Asp

val

Ser

Lys

Gln

Phe

55

Thr

Arg

Leu

val

Val

Arg

200

Gly

Ser

Leu

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr
120

Leu
185
Phe
Ala

Ser

Gly

Ala
Ser
25

Pro

Thr

Asp

Glu

Phe
105

Val

val

Ser

Gln

Gly

Glu

Ile

Gly

Ala

Ser
235

val

10

Gly

Gly

Ala

Glu

Asp

90

Pro

Sér

950

Gly

Gln

Lys

Ser

75

Thr

His

Ser

Tyr

Ser

Glu

220

His

Lys

Thr

Gly

TYT

60

Thr

Ala

His

Gly

Gly

Sexr

205

ASp

Trp

Lys

Phe

Leu

45

Ser

Ser

val

Arg

Gly

125

Lys

190

Ser

Glu

val

Pro

Asn

30

Glu

Gln

Thr

TYY

Phe

110

Gly

Asn

Gly

Ala

Phe

Gly

Asn

Trp

AsTi

Ala

Tyr
95

Asp

Gly
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Asn

Asn

Asp

Gly
240

Ser

Asn

Met

Phe

Ser

80

Cys

Leu

Ser
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Gly

Thr

145

Thr

Gln

Thr

Tyr
225

Gly

Gly gly
130

Gln Asp
Cys Gln
Lys Pro
Pro Ser

195

Ala Ser
210

Tyr Cys

Gly Thr

<210> 815
<211> 249
<212> PRT

<213>

<400> 815
‘Gln Val Gln Leu Gln

1

Ser

Ala

Gly

Gln

65

Met

val Arg

Ile Asn
35

Gly Ile
50

Gly Arg

Glu Leu

Gly Ser

Pro Ala

Gly Asp
165

Gly Gln
180

Gly Ile

Leu Thr-

Asn Ser

Glu Leu
245

Homo sapiens

5

val Ser

20

Trp Val

Ile Pro

vVal Ala

Ser Ser
85

Gly

val

150

Ser

Ala

Pro

Tle

Arg

230

Thr

Gln

Cys

Arg

Met

Ile

70

Leu

Gly

135

Ser

Leu

Pro

Asp

Thr

215

ASp

val

Ser

Lys

Gln

Phe

55

Thr

Arg

Gly

Val

Arg

val

Arg

200

Gly

Sér

Leu

Gly

Ala

Ala

40

Gly

Ala

Ser

Gly
Ala
Ser
Leu
185
Phe
Ala

Ser

Gly

Ala
Ser

25
Pro
Thr

Asp

Glu

Ser

Leu

Tyr

170

Val

Ser

Gln

Gly

Glu

10

Gly

Gly

Ala

Glu

Asp
90

951

Ala

Gly

155

TyrY

Ile

Gly

Ala

Asn
235

val

Gly

Gln

Lys

Ser

75

Thr

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Lys

Thr

Gly

Tyr

60

Thr

Ala

Ser

Thr

Sexr

Gly

Ser

205

AsSp

Trp

Lys

Phe

Leu

45

Ser

ser

Val

Ser

Val

Trp

Lys

190

Ser

Glu

val

Pro

Asn

30

Glu

Gln

Thr

Ty

Glu
Arg
Tyxr
175
Asn
Gly

Ala

Phe

Gly

15
Asn
Trp
Asn

Ala

Tyr
95
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Teu
val
160
Gln
Asn
Asn

Asp

Gly
240
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Asg
Met
Phe
Sexr
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Ala Arg Ser Arg Tyr Leu Leu Leu Phe Pro His Tyr Gly Met Asp Val
100 105 110

Trp Gly Arg Trp Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr @ln Asp Pro Ala Val Ser Val Ala'Léu Gly Gln Thr val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 ) 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 816 -

<211= 2498

<212> PRT

<213> Homo sapiens

<400> 816 -
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
‘ 35 40 45
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Gly Gly ;1e Tle Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 . 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Tyr Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly‘Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 . 140

Thr Gln Asp Proc Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155. 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp.Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215, 220

Tyr Tyr Cys Asn Ser Arg Asp.Ser Ser Gly Ser His Trp Val Phe Gly
225 . 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 817
<211> 249
<212> PRT
<213> Homo sapiens

<400> 817 .
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 ] 5 10 15
953
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Ser

Ala

Gly

Gln

65

Met

Ala

Trp

Gly

Thr

145

~ Thr

Gln

Arg

Ala

Tyr

225

Gly

Val

Ile

Gly

50

Gly

Glu

Arg

Gly

Gly

130

Gln

Cys

Lys

Pro

Ala

210

TYY

Gly

Arg

Asn

35

Ile

Axrg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr

val

20

Trp

Ile

val

Ser

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Ser

val

Pro

Ala

Ser

85

Tyr

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Cys

Leu
245

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Gly

vVal

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Lys

Gln

Phe

55

Thr

Arg

Leu,

Val

Gly

135

Ser

Leu

Pro

AsDp

Thr

215

AsSp

vVal

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr

120

Gly

Val

Arg

val

Arg

200

Gly

Ser

Leu

Ser

25
Pro
Thr
Asp
Glu
Phe
105
val
Gly
2Ala
Sexr
Leu
185
Phe
Ala

Ser

Gly

Gly

Gly

Ala

Glu

Asp

90

Pro

Ser

ser

Leu

Tyr

170

val

Ser

Gln

Gly

954

Gly
Gln
Lys
Ser

75
Thr
His
Ser
Ala
Gly
155
Tyr
Ile
Gly

Ala

Asn
235

Thr

Gly

Tyr

60

Thr

Ala

His

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Phe
Leu

45
Ser
Ser
val
Ser
Gly
125
Ser
Thr
Ser
Gly
Ser
205
As.p

Trp

Asn

30

Glu

Glin

Thr

TyY

Phe

110

Gly

Ser

val

Trp

Lys

190

Ser

Glu

val

Asn

Trp

Asn

Ala

Tyr

95

Asp

Gly

Glu

Arg

Tyr

175

Asn

Gly

Ala

Phe
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ASTL

Met

Phe

Ser

80

Cys

Leu

Ser

Leu

vVal

160

Gln

Asn

Asn

Asp

Gly
240



WO 03/055979 PCT/US02/36496

.

<210> 818
<211> 249
<212> PRT
<213> Homo sapiens

<400> 818
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Asn Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 . 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 ’ 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Gln Tyr Ser Gln Asn Phe
50 ‘ 55 - 60

Gln Gly Arg val Glu Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
- 65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Arg Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 :

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 - : 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Cln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 190

Arg Pro Ser Gly Ile Pfo Asp Arg Phe Ser Gly Sexr Ser Ser Gly Asn
195 - 200 205
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Thr Ala §er Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
© 245

<210> 819
<211> 249
<212> PRT
<213> Homo sapiens

<400> 819
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Pro Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Tyr Gly Thr Ala Lys r Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Glu His Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Asn Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 85
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